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u89336exon#54Jl- 

369:not_in _gb_record,_unknown j*ene_extractedJEroniMaj&_re^^ 
u89336exon#65_12-282:iri_reversesequence,_54136- 
54 1 66:not_in record,_unknown_gene_extmcted_fromhl 
5 u92436_2591-3077,mutated_in_multiple_advan^^ 

x03072cds J765- 1 089 :in_reversesequence,_3 505-3 649 5 int- 1 mammary oncogene^ 
x04707cds_8 15~1343:in_reversesequence 5 _l 649- 1 673,c-erb-a_mnia_for_thyroid_hormoiie_receptor 
aU_x07203_1419-1576^nma_for_cd20_receptor_(s7)_ 
all_x 1 6866_68 8- 1 280 > mma_for_cytochiome_jJ*450iid_(clone_j)mp33)_ 
10 all_x5 1 823_2-51 ,mnmjbr> 

subum\pfj;oagulation_factorjri^ 

x52008cds_899-1325:in_reversesequence,_1748-1814,alpba- 
2_strychnine bindmg subum^^o^inhibitory_gl 

x58431mrna#l_178 1-2299, box 2.2 gene extracted_fronmox2.2_gene_for a homeoboxjprotein_ 
15 x6 1 072mrna_43 -32 5 ,mrna for_t_cell_receptor,_clone_igral 7 . 

all_x62466_25-4 1 0,mrna_for campath-l_(cdw52)_antigen_ 

all_x683 14_466-923 ,mrna for_glutathione_peroxidase-gi 

x80923mrna_3 1-36 1 ,nov_gene/gb=x80923_/iitype=dna_/annot?=mrna 

all_x89059_722- 1 203,mma_for_imknown jrotein_expressed_in_macrophages 
20 x90763_l 272- 1 632 ? ninia_for_type_iJceratin,_hha5_ 

x91103cds_587-965:m_reversesequence,_l^^ 

all_zll737_1537-2120,mma_for_flavin-con^ 

z 1 5 1 14cds_13 1 9- 1 589:in jreversesequence,_l 595- 

1 805 $ mma forjrotein_kinase_c_gamma (partial)_ 
25 all _z48482 2998-3401,mma_for_membrane-type_mate 

all J z80783_510~565,b2b/l^ene 
. all_z83336_61 8~702,hh2b/d__gene. 

z83821cds#2_1428-1668;in_reversesequence,_39964- 

40 156 9 dna sequence_from_j>ac_296k2 1 on_chro mosom e_x_c 

30 

Metagene 433 

af000573nmia_n62-16664iomogentisate_l,2-dioxygenase^ene,_complete_cds . 
d45399mmaJ55- 
35 629>adult_neural_retmajima_^ 

hg4557-ht4962 jr_at_hg4557-ht4962_small_nuclear_ribonucleoprotein_ul snrp_ 
k03 1 89cds J2-404 ) chorionic_gonadotropin_beta_subunit_gene_ 
all_143579__398- 

428,(clone__l 10298)_mrna/gb=143579_/ntype==rna > (clone_l 1 0298 )_mrna/gb=143 579_/ntype=rna 
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all_ml7236_l 896-2224,mhc 
alljml7236_1896-2224,mhcj^ 

m60828_3252-3720,keratinocyte _growth_factor_mma,__complete_cds_ 
s76853_1683-2244,_cerebrin- 
5 50=cerebrospinal_fluidjroteinjh^ 

u43 1 89 J23 84-2942,ets_transcription factors nerf- 1 a_andjierf- lb_(nerf- 1 aj5)_mma,_compIete_cds 
v0057 1 mrnaj 14-121 8,gene_encoding^repro_form_o^corticotropin_releasing_factor_ 
alljx0457 l_4306-4835,i3imajfo^ 

x6 1 75 5mrna_l 020- 1 562,hox3d_gene_for_homeoprotein_hox3d 
1 0 all_x66403_l 856-230 1 ,mma_for_acetylcholine_recepto^ 

x80695cds_938-1250:in_reversesequence,_1298-1496,oxalhs_mrna_ 
alLz22535j2433-2932,aIk-3jnma 

z5078 1 cds_lG0-205:in_reversesequence,_346-394,mma^ 

15 Metagene 320 

dl7400_196-622,mma_for_6-pymvoyl-te 
d38498_37-604,pms5jmma_(yeast_mismatc^ 
terminaljregion) 
20 hg3991-ht4261_r_atjig3991^ 

j05500mma#l_6200-6740,beta-spectrin_(s^ 

113689mma_2674-3076 s prot-oncogene_(bmi-l)_mma,jcomplete_cds 
ul 829 1 _1439- 1 973 ,cdc 1 6hs_mrna,_complete_cds 
u22662_J 01 7-1473,nuclear_orphan_receptorJ^ 
25 u35 100_330-91 5,complexin_ii_mrna,_completejcds. 

x05855cds_12-65:not _in_gb record,histone_h3.3^ene exon _2,histone h3.3 gene exon_2 
allx63597_5486-5979,si_mrna_for_sucrase-isomaltase 
alljx68486j2465-2934,mma_for_a2a_adenosine 
all_z23091_6853-7358,gpvjgene_encodingjlatelet^lyc^^ 

30 

Metagene 246 

hg2380-ht2476_s_at_hg2380-ht2476_adp^ 
m35252_602-998 5 co-029 
35 u59325_2353-28 1 5 5 cadherin- 1 4 jtnrna ? _complete_cds 

yl2812cds_486-768:in_reversesequence,_914-n30,i^ap_mrna_ 

Metagene 46 
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afDQ0424_2 1 4-6 1 OJstl _nraa,_cta^ 

d30036_1743-2283,mma_forjhosphatidylinositol_transf^^ 
d64 109 642-1 152^nnia_for_tob_family,_complete_cds 
111672^3266- 
5 3562,krappel_related_zinc_finger^ 

1 1 5326J2760-3323 ,endoperoxide synthase type ii rnrna,_complete_cds 

m27543mmaJ2548-3070,guanine_nu^^ 

bindingj?rotein_(gi)_a^ 

m29335_2- 1 80,mhc_ii_do-alpha_mraa,jartial_cd^ 
10 m95178J2567-2996 9 non-muscle_alpha-acti^ 

u37248_848- 1 304 s alpha-maimosidase_(6a8)_inma,_complete_cds_ 

u42387_l 1 80- 1642, pancreatic ^ol^eptide^receptor^mrnaj^complete^cds 

u49957_S044-55 8 1 ,limjprotein_(lpp)_mrna,jpartial_cds_ 

u66661J2656-3082,gaba-a_receptor_epsttonjsu^^ 
15 u77665^393-873,raasep^rotein^30_(ipp30)_mma,_complete_cds. 

u78 524__1 571-19 67,gu_binding^rotein_mrna,_jpartial_cds 

u90904_1102-1342,clone_j23773_mrna_sequence_ 

x01630cds_883-1213:in_reveisesequence,_1312-1468,mrna_for_ argininosuccinate_synthetase 
x04143cdsjl9-265:in_reversesequence,_1430^ 
20 aU_xl6832_840-1381 9 inma_for_cathepsinJa^(ec_3.4.22.16) 
all_x54936_1140-1627,mma_forjplacra^ 
all_x70683_2322-2752,inrna_for_sox-4_protein 
all_x85545 1 122-1591 5 mma_for _protein_kinase, jpikx 1_ 
alLx90392_2058-2545,mnia_for_dnase__x_gene_ 

25 

z32765exonJ79-159,cd36^ene_exon/gb=z32765^ 
Metagene318 

30 hg3 1 1 l-ht3287_at_hg3 1 1 l-ht3287_autoantigen_ 

m57230_2652-3000 ^embrane^glycoprotein^gp 1 30_mrna,_complete_cds 

all_x68487__l 1 74- 1 667,mma_for_a2b_adenosinejreceptor_ 

all_x89430_1828-2333^nma_for_methyl_cpgj5ind 

zl 8951cds_3 1 l-509:in_reversesequence,_627-8 13,mmaJfor_caveoKn_ 

35 

Metagene 424 



hg31 14*31 l_at_hg31 l-ht31 l_ribosomal_proteinJ30_ 
m26167mma_385-730,platelet_factorvaration(pf4varl)_gene,_ - complete_cds 
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m28219_7- 

253,low_density_lipoprotein_rec^ 
m57892mmaJ775-1267,carborric_anhydras^ 
u09303J£354-2870,t_ceUJteukemiaJ^ 
5 v00594mrna_l 5-3 1 6,mma_for_metallotMonein_from_cadmium- 
treated^cellSjmma^for^metallothionein^from^ 
x5987 1 mma_2672-2836,tcf- l_mma_for_t_ceU_factor(splice_fonn_c) 
z47556mma#2_1596- 
l866,_semenogelinjii gene_extracted_^^ 

10 

Metagene 324 

d29810_835-1363,nuiia_for_\H^ 
176224_3424-3970,nmck_receptor_mnia > _coinplete_ - cds_ 
15 all_m24349JG8-1316,parathyroid^ 
plpg(l,3J-2) 

s81944_l 173-1689,_gamma- 
aminobutyric_acid_type_ajrec^ 

all_u03642 1060- 1565 ? g_protein-coupled_receptor_apj_gene,_complete_cds_ 
20 all_u06155_512- 

660,cliromosome_lq_subtelomeric_sequenc^^ 
ul9557_998-1104,squamous_cell_carcinoma_^ 
u32659_1393- 1 825,il-l 7_mrna J _complete_cds 

u435 1 9_2976-34744ystrophin-relatedjprotein(dip2)_mma, - complete_^ 
25 u88902_cdsl_f_at_u88902_u88902,3^ 
499,_integrase_ 

x809 1 5mrna_19Q8-2322,gdf5__gene 
yl0205mma_146-548,mma_for_cd88jro^^ 

30 Metagene 204 

d42040_4334-4623 ? nrma_for_kiaa9001 ^ene^complete^cds 
u07695_3362-3770,tyrosinejkinase_(htk)_mrna,_complete_cds 
ul9252_4495~5045,putative _ti^smembranejprotein_mrna,_complete_cds_ 
35 u32680_1088- 1664,cln3_mrna,jcomplete_cds_ 
u80073_1289-1655,tip_associatingjrotein^ 
x06745mma_4850-5288,mraa_for_dna^olymerase_alpha-siibunit_ 
all_x52896_1629-2195,ma_for_denna^^ 
x53742mma_1930-2470,inrna_for__fibulin~ljb 
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x54667cds_l 1 0-326,nmia_for_cystetin_s,mrna_for_cystatin_s_ 

x59303cdsj*274-3773,g7a_rmimjfor_va^ 

x64728cds_l 694- 1 946:in_reversesequence > _2140-2278 ,chmljnrna 

x79440cds__l 3 03- 1 759 :in_reversesequence,_l 827- 1851 ,mma_for_nadp+-dependent_malic_en2ryme_ 
5 alLx97198_5010-5545 ) mma_for_receptorjphosphate_pcp-2__ 
aU_x99975_3672-4243,mma_forJir^^ 

y0861 2cds_l 849-2 197:in_reversesequence,_2257-2269,mma_for_nup88_proteiii 

yl0514nmia_6-270 9 inmajfor_cdl52^rot^^ 

all_z80788_607-1040,h4/l_ J gene 

10 

Metagene 101 

d!3 8 14J^60-1 532,mma_for_angiote 

m63175_1221-1689,autociiQe_motiUty_factor_receptorjimia^ 
15 u22029_l 690-2227,cytochrome_p450_(cyp2a7)_mrna,_complete_cds_ 
xl3930cds_1147-1454:injreversesequence,_1650-1695 

x63 1 87mrna_9 1-511 ,he4_mma_for_extracellular _j)roteinase_inhibitor_Jiomologue 
Metagene 177 

20 

hgl 148-htl 148_at_hgl 148-htl 148JKpopolysaccharide-bindingjprotein 
hg2309-ht2405„at_hg2309-ht2405_insulin-like ^growth_factor_ib_ 
u703 70_1 511-201 2 5 hindlimbjexpressedJiomeobox jprote^ 
aU_xl5573J2313-2800,liver-type_l-phosphoira 
25 x6 63 65 cds_543 -957 : in_reversesequence,_l 080- 

1 206,mmajlstire_for_serine/threoninejrotein_kinase 
aU_x8578 6_1 75 1 -2262,mrna__for_dna_binding_regulatory_factor 
x86564cds_4 1 7-446:not_in_gb_record,fhr-2__gene,_exon_l_ 
all_x95240_1487-2056,mma_for_cysteine-rich_secretoiy_protein-3 

30 

Metagene 52 

hg2841-ht2969js_atjig28414it2969_albumin,^ 
hg34 1 7-ht3 600__s_at _hg34 1 7~ht3 600_gtp_cyclohy drolase J,_altsplice_l_ 
35 j05008exon#5_637-1183,endofhelin-l_(ednl)^gene,_complete_cds 
u44105_314-574 3 rab9_expressedjseudogene_tnrna,_complete_cds 
all_x04602_920-1086,mma_forjnterleukinj5sf-2jb-cen 

Metagene 93 
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d85423_l 33-439,mma_for_c^^ 
u23070_938-1460#\itativejiansmembi^ 
alLx5200 1_1 770-228 1 ,endothelinmrna_ 
5 x83863cds_l 151-1241,mma_forjrostaglandin_e_receptor_(ep3f)_ 
z34822JLatji£4822_z34822,_4(M0J^^ 
dependentj-typecach 

Metagene421 

10 1 

hg3255-ht3432__at_hg3255-ht3432 ^amma-aminobutyric_acid_(gaba^ 
hg41 08-ht4378__at_hg41 08-ht4378_olfactory_receptor_orl7-24 
m22490_1282-1630,bonejtnorphogeneticjp^ 
m95925_1366-1852Jteucine_zipperjon_the_^ 
IS u27333_2523- 

2728 5 alpha_( 1 5 3)_fiicosyltransferase _(fut6)_mma,_major_tra^^ 
u35735__21 15-2442,rachl_(rachl)_raraa,_coinplete_cds 
u44799_299-860,u 1 -snmp_bmdmgjrotem_homolo^ 

20 Metagene 371 

d86096_cds6_at__d86096_d86096,notiin^b_record,_ep3- 
iv_gene_extracted_Jfromdna_forjprostaglandin_e__rec 
s62907_l 577-213 6,_gamma- 
25 aminobutync_acidaj:eceptorjalphasubunit_[biiman, Jfetal brain,_mma,_2 1 89_nt] 
u33920_2564-2644,clone_lambdasemaphomjtnma,_complete_cds 
u873 09 43 1 5-4843 ,hvps4 1 p_(hvps4 l)_mma,_completej;ds_ 
u96114_2964-3390,nedd-4-like_ubiquitin-^^ 
all_x8201 8_2942-3459,mrna_for_zidjprotein 

30 

Metagene 306 



hg3238-ht4861_s_atjb£3238-ht4861jpro^ 
s72904_1884- 
35 2322,_apkl_antigen=mab_ki_recognizedJ 

u45285_2099-2579,specific_l 1 6-kda_vacuolar _j>roton_pump_subunit_(oc- 

1 16kda)_inrna,_complete_cds 

u80017mma#l_412- 

673,Jbtf2p44_gene_(basic_transcription_factorp44)_extracte^ 
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x01057mma_1492-1738 > mnia_for_interleukin-2_receptor^ 
x95592_558-l 122,mrna_for_cld__protein__ 
x97301mnm_13-148,mma^^^^ 

5 Metagene 479 

ab0023 1 8_6384-6786 9 mrna_for_kiaa032CLgene, _j3artiaLcds/gb=ab0023 1 8_/ntype=rna 
ac000099_12194-12426:in_ac000099cds_519-556:in_^ 
alD10193J2552-3044,mad-related_gene_smad7_(sm 
10 dl3634_1915-2419,mma_forjdaa0009_ j gene,_complete_cds 
dl 75 1 6_1 075- 161 5 5 mrna_forjpacap_receptor,^_complete_cds_ 
66 1 391_1 1 69- 1 685,mma_forjphosphoribosypyix)phosphate_synthetase- 
associated_jprotein_39,_complete_cds 

d7801 l_1552-2098,nmia_for_dihydropyrimidinase,_complete_cds 
15 d83920_732-l 158,uterus_mrna_forficolin-l,_complete_cds 

hgl 723-ht 1 729__at_hg 1 723-ht 1 729_macrophage_scavenger_receptor,_altsplice_2 

hg3 15-ht3 15_at_hg3 1 5-ht3 15_beta-l-glycoprotein_l 1 pregnancy-specific 

hg3242-ht34 1 9_s_at_hg3242-ht34 1 9_calcium_channel,_voltage- 

gated,_alpha_le_subunit,_altsplice_2_ 
20 j03798_1026-1536,autoantigen small jaucle^ 

10 1 664_43-529,eosinophil_charcot- 

leyden_ciystal_(clc)jrotem_(fy^ 

10341 l_798-1260,rdjrotein_(rd)_mmaponiplete_cds_ 
allJ05512_1285-1313:notJn_gbjr^^^ 
25 125441_1410-1890,gei^ylgeranyltransfe 

126081_1959-2487,semaphorin-iii_(hsema-i)_mma,_complete_cds 
138929mrna_5668-6190,protem_tyrosmej^ 

140586_J 123-1255 9 iduronate-2-sulphatase_(ids)_mrna,_complete_cds 
141066J232 1-283 1 J nf-at3_mrna J __compIete_cds 
30 I76670_502-1071,nkat7_mrna,_coiaplete_cds 

m5 8 297_22 15-2653 ,zinc_finger_protein_42__(mzf- 1 )_mma,_complete_cds_ 

m91036mma#l_37-529,^-gamma^lobin_gene_extracted - fromg-gamm 

gamma_globin_genes,_comp 

m95724_2549-2939,centromere_autoantigen_c (cenpc)_mma,_complete_cds_ 
35 S78203_2096-2660,jpeptJ2=hVpeptidejcotr^ 

s83365_109-343,jutative_rab5-interactingjprotdn_{clone_.ll- 
94 } _lliuman,_bela_cells,_irirna_partial,_3 6 
u07223mma_1930-2410j3eta2-chimaer^^ 
ul8932_4216-4756,heparanjrolfate^^ 
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u26032_2 1 76-2596,translationJmtiation^^ 
u32581_2488-2884,lambda/iota-protein_kinase c-interactingjpro 
u52700 70-328,tenascin-x (xb)jnm^ 
u62438_1545-1875,iricotinicjacetylcho^ 
5 u67932mrna_1128- 

1700,campjhosphodiesterasejpde7a2)_^^ 

u68488_1013-1397,5-hydtoxytiyptamin^ 

u85267J7- 

145,downjsyndrome_critical_region^ 
1 0 all_xl 6661 Ji 634- 191 7,box2g_mma_fi:om_the Jhox2 Jocus 
alljK74987j2208-2684,murna^^ 

aU_x76040_2954-3309,nniia_forJonjprotease-Iike^rotein 

x76498exon#3_63-369;in_reversesequence,_2899-3043,gene_for_uterine _bombesin_receptor 

all_x78520_3490-3935,_hsapiens_ma__for_clcn3 
15 all_x8 1636_2127-2329,clathri^ 

all_x8 1 637_5805-5938,cIathrin_Ught_chain_b_gene_ 

all_x91992_1340~1929 > mmajfor^^ 

x93017exon_1293-1797^cx2^ette_(exon_2)/gb^930^ 

all_x96753J7313~7896;imna_for_melanom 
20 all^00064_1931-2418,mma_for_s^ 

y08991cds_3846-4038:inj^versesequence a _^^ 

z34897_l 138-1 654 9 mma_JbrJil Jhtistaminejreceptor 

Metagene 239 

25 

ab000409_2046-2538,imTia_for_mnkl,_complete_cds_ 

afQ00430_1941-2427,dynamin-likejrotein_r^ 

afD09426_7540-8044 > clone_22_mma,_altemadve_splice_variant_beta- 

1 5 _complete_cds/gb=afl)09426__/ntype 
30 dl 4660_739-l 249 5 mrna_for_kiaa01 04_gene,_complete_cds_ 

dl4878_1001-1499 J mrna_forjprotein_dl23 ? _complete_cds_ 

d3 825 1_642- 1 1 49 5 mma_for_rpb5_(xap4),__complete_cds_ 

d50678_3909-4413,mma_for_apolipoprotein_e_receptor_2,_complete_cds 

d87448_4763-5183,mrna_for_kiaa0259 _gene,jpartial_cds_ 
35 hgl 102-htl 102_at_hgl 102-htl 1 02_ras-related_c3_botulirium_toxin_substrate 

hg3400-ht3579_atjig3400~ht3579_nestin 

hg4120-ht4392_s_atjag41204it4392jrote^ 

hg944-ht944_s_at_hg944-ht944_dopaminej:eceptor_d4 

j03626mma#l_1151-1653,_wnps_gene_ext^^ 



686 



WO 2004/038376 



PCT/US2003/033946 



102547_1290-1752,(clonejz50-19)_cleav 

177864_2060-2618,stat4ikejprotein_(fe65)_mma 5 _complete_.cds_ 
m29580mma_1813~2326,zmc-f^^ 

m8 1 1 8 1J2360-273 1 ,sodium/potassium_atpase J)e1a-2_subunit_(atpb2) jnma,_complete_cds_ 
5 s812212246-2546,_lanosterol_synthaseJlium 

u07349_233 1 -2805,b lymphocyte_serine/threonine^ 

u36221__1562-18 14,pancreatic_zymogen _granule_membrane_protein _gp-2__mrna,_compiete_cds_ 
u36787_491-995,putativeJtolocytochrom 

u38864_l 766-2 1 86,zinc-fingerjprotein_c2h2-l 50_mrna,_complete_cds_ 
10 u40271J3598-3999,ti^smembnmejre^ 

u4 1 804_882-1254 9 putativeJ;l/st2_receptorj3M 

u5 2 903_5202-5712ytasgap-related jrotein_(iqgap2)_mma,_complete_cds 
u52969_19-505,pep 19_(pcp4)_mma,_complete__cds 
u7 1 207_1 846-2224 > eyes_absentJbomolog_(eabl)_iiima,_complete_cds. 
15 u79256_655-1033 5 clone_23719_mrna_sequence 

all_v00594 1 5-75 ,^lma_fo^_metallothionein_from__cadmium- 
t^eated_celIs 5 mma_fo^_metallothioneiIl_£roIn c 

all_x04434_4484-497 1 3 mraa_for_insulin-like_growth_factor_i_receptor 
x07438exon#2_ll- 
20 166,(taa_fbr_cellularjretinolJ^ 

x58199mma_2491-2573,mrna_forJbeta_adducin_ 

all_x72304_1456-1688,nmiajfor_coi1ic^ 

x87344xnrna#26_769-945 > dma,_dmb,_hla- 

z 1 ?_ipp2,_hnp2,_tap 1 , Jhnp7,_tap2,_dob,_dqb2_aBd_ring8 ,_9,andgene 
25 att_zl4093_l 190-1743 9 iimiajbr_branched_ch^ 

Metagene 452 

m38 1 80mrna_l 319-1 623,3-bela-hydroxysteroid_dehydrogenase/delta-5-delta-4-isoinerase_(3-beta- 
30 hsd)__gene 

Metagene 395 

hg8 8 1 -ht88 1 _atjig8 8 1 -ht8 8 l_mucin_6;__gastric 
35 100 1 90mrnaj9 1 2- 1 384,antithrombin iii_(ataiii)_gene,_exonand coinplete_cds 
ml 6973mma_1406~ 1 9 10,complement jrotem^^ 
all_m21642_180- 
30 1 ^dysfunctional)_anti11ro 
m26682J721-l 171 5 t-cell_transto^ 
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m54992_924- 1 494 5 b_ceU_difFerentiation_antigen_mrna,_complete_cds 
m8 1 883nmia_3226-3538,glutamatejiecarbo 
m83712_1078-1646,nicotiiiic_receptor_a^ 

s75 1 74_1 316-1511 ,_e2f-4=ticmscription_factor ^ 539_nt]__ 
5 ul6129_2108-2684,glutamate_receptor_(gliir4)_mma > _complete_cds. 
u50360_8 l-385,calcium,_calmodulin- 
dependentjprotein_kinase_ii^anrnia_mma,jartial_cds/g^ 
u79248_1157-1553,clone_23826jnrna_sequence_ 
x51698cds_39-343:inj:eversesequence,J387-465 5 spasmolyti^^ 
1 0 all_x72925.i3 67 1 -4008 J mrna_for_desmocollin_type_l_ 
x90828exon#2j233~752 9 mrna_fo^^^ 

yl 1 180nima_31-247,nMiia_for_twistjprotein,jpartial^ 1 1 80_/ntype=rna__ 
Metagene 84 

15 

d28589nmia_281-743 > mma_(kiaa0pi67),jartial_sequence/gb=d^ 
d7999 1J5 1 8 1 -56 1 3 ? mma_for_kiaaO 1 69_jgene,_partial_cds_ 

1115 73_1 101-1 665,surfactant^roteinjb_mraa,_complete_cds/gb== : l 1 1 5 73_/ntype=ma 
u79528_l 038-1577,sr3 1747_bindingjproteinmrna,_complete_cds 

20 

Metagene 5 

m20030_68-612,smalljroline_richjrote^ 

25 Metagene 164 

afD09674 2870-3308,axin_(axin)_mrna,_partial_cds 
dl3748_812-1352,mraa_for_eukaiyotic_initiation_factor_4ai 
dl 6562 5 14-1 042 3 mma_foratpsynthase_gamma-subum^ 
30 d28473 J3882-44 18 9 t-lymphocyte_nmia for_isoleucyl~ 

d29643__l 079- 1469 3 mrna_for__kiaa0 1 1 5_gene,_complete_cds 

(B2050J2761-3307^maJbr_alanyl-tr^^ 

d42073_l 55 1 -2049,mma_forjreticulocalbin,_complete_cds_ 

d50063^1 139- 1553^nrna_for_proteasome_subunit ^40_/_mov34jprotein,_complete_cds_ 
35 d63478__28 1 6-3308,mnia_forJdaa0144_gene,_complete_cds 
d80000_5250-5754 3 mnia_forJdaa0178_gene,_j)artiaLcds_ 
d86970_5998-6400 s mraajforjdaa0216^ene,_complete_cds 
d87071_5779-6223 ? mraa_for_kiaa0233_gene ? _complete_cds 
d87437_4613-5039,mma_for_kiaa0250^ene,_complete__cds 
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d89052j428-938,mma_for^roton-atpase4ikejrotein,_complete_cds_ 

hgl 153-htl 153_at_hgll53~htl 153jQUcleoside_diphosphate_kinase_nm23-h2s 

hg2279-ht2375_atJbg2279-ht2375_triosephosphateJsomerase_ 

j03 1 9 lmrna_l 92-684 ,profilin_mnia,_complete_cds_ 
5 j0403 1 J2529-3057,methylenetetrahydrofolate_dehydrogenase- 

_methenyltetrahydrofolate_cyclohydrolase-fo 

j04988cds_l 925-2 1 47:in_reversesequence 5 _759 1 - 

783 1,90 Jed Jieat_shock_protein _gene,_completejcds_ 

U0678_l 128-1 650,profflin_ii_mma 5 _complete_cds 
10 11 1669_1355-1715,tetracyclinejrara^ 

114076_1 469-205 1 ,pre-mma_spUcing_fector_sip75_mnia,_complete_cds_ 

116842_1402-1792,ubiquinol_cytoch^^^ 

1200 10J77 17-8 185 5 hcfl^enej:elated_innia_sequence_ 

B3243mma_13655-14051,polycysticjddn^^ 
15 138696_961-1375,autoantigenj542_mnia,_.3 , _end_of_cds 

ml 1433_1 15-403,ceUularjretinol-bindingjrote^ 

m3 1 606mrna_l 1 02- 1 528,phosphorylase_kinase_(psk-c3) jaima,_complete_cds 
all_m34677_1486-1913^ested^enejmtein_gene,_complete_cds . 
m57567_491-953,adp-ribosylationJfactor_(^^ 
20 m6 1 832_1472-2002,s-adenosylhomocysteine J\ydrolasej(ahcy)_mrna > _complete_cds 
m81601J2039-2483,transcriptio^ 

m86400_2239-2743,phosphoHpase_a2_mma,_complete_cds_ 
m88458_585-1095,elp-l_mraa_sequence 
m943 62_37 1 7-4 1 79,lamin_b2_(lamb2)__mraa,_partial_cds 
25 m97856J2016-2430Jhistone-bindi^ 
s75463__1145- 

1565,^3^itochondrial_elongation^^ 

all_u02493_2130-2485,54_kdajrotein_mrna,_complete_ - cds_ 

u02619_6437-6965 9 tfiiic_box_b-binding_subunit_mrna,_complete__cds_ 

30 u!8321_1065-1569,ionizing_radiation^ 

u20285_1283- 1811 ,gpsl_(gps l)_mma,_complete_cds 
u25988jS80-720,pregnancy-specific_glycopr^^ 
u28386_1405-1933,nuclearjocalization_sequen^^ 
u31556_1445-1679 5 transcription_factor_e2f-5_mrna,_complete_cds_ 

35 u33053J2381-2879,Hpid-activatedjprote^ 
u36764J721-997,tgf~betajreceptorJtat^ 
u39400_1407-1887^iofl_mrna,_complete_cds_ 

u47077_l 3025-13463 ,dna-dependentjprotein_kinase catalytic_subunit_(dna- 
pkcs)_mma,_complete_cds 
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u51586J262-1676,siahj5indingjrote^^ 
u62136_660-1050,putative_enterocyte_^^ 

u6671 lmrna_556-l 102,ly-6-relatedjprotein_-9804_gene,_complete_cds_ 
u73379Ji 93-66 1 ,cyclin-selective_ubiquitin_carrier jprotein_inrna,_.coinplete_cds_ 
5 u 81375_1669-2119,placentaLequilto^ 

v00599mma_903-1380 ? mmaJ6ragment_en^ 

all__x02 1 52_1 090- 1 625,mma_for _lactate_dehydrogenase-a_(ldh-a,_ec_l .1.1 .27)_ 
all__x04366J2448- 

2986,nuTia_forcalcium_activated^ 
10 aU_x05130_1362-1876^nnia_forjprolylJ^ 
proline 

all_xl4850_l 122- 1 555,h2a.x_mrna_encoding_histone_h2a.x_ 
all_x52 142_2 1 63-2734 5 mrna_for_ctp__synthetase_(ec__6.3 .4,2) 
x58079mmaji3-565^iraa_for_sl00_alphajprotein 
15 X 67951cds_312-576:m_reverseseque^ 

all_x75208_3276-378 1 ^ek2_mma_forjrotein_tyrosinejcinase_receptor 
all_x97335_3247-3704 5 nmia_for_kinase_a_anchorjprotein 

y 1 0807_650- 1 227 5 irana_for jarginine jnethyltransferase,_splice_variant,_1262Jbp_ 
z27113cdsJ73-325:in_reverseseque^^^ 
20 z48501cds_957-1429,mma_forjpolyad^ 

z48950exon#4J794-1100,hh3.3b _gene_for_histone_h3 .3_ 

Metagene 136 

25 ac000064cds#2„102-372:in_fullsequehce,__6375- 

6621,_wugsc:h_rg083m05.2_gene_extracted_frombac_clone_rg 

ac000064cds#l_1287-l 58 1 :in_reversesequence,_l 6950- 

171 60 9 _wugsc:h_rg083m05 ,2_gene_extracted Jkm^ac_c 

afOOO 1 77_293-85 1 ,sm-like jprotein_casm_(ca^ 
30 af00023 l_1768-2308,rabl la_gtpase_mrna,_complete_cds. 

afO 1 5950_350 1 -3909,telomerase_reverse_transcriptBse_(htrt)_mrna 5 _coraplete_cds. 

dl0656_988- 1 528,mrna_for_crk-ii,__complete_cds 

d63391_341-773,mmajbrjlatele^ 

subunit,_complete_cds 
35 d86959_5435-5867 5 mrnajbrjdaa0204 ^gene,_complete_cds 

hg3 1 04-ht3280_at Jig3 1 04-ht3280_serine_protease_met 1 

l34820_566-938,nad+-dependentjmcciM 

m37400mma_1352-l 886,cytosolic_a^^ 

m63483_757-1255,major_nuclear_matrix_protein_mrna 
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m68891J2398-2686,gata-bindingjprotein^ 
s72370_3422-3962,jymvate_carboxylasej;h^ 
uOl 160_1056-1635,transmembranesu^ 
u39412_675-1209:not_in_gb_record,platelet^ 
5 u44755_965-1487,pse-binding_factorjptf^ 

u44839_2566-3088,putativeubiquitin_c-tenninal_hydro 
u66469_8 19-1209,cell _growth_regulator_cgr 1 9_mrna,_complete_cds_ 
u87972JJl-373^ad+-isocitrate_dehydrog 
all_xl2433_1247-1734,phsl-2_mma_with_^^ 
10 aU_xl7025_1254-1807,homolog^_of_yeastJpp_isomerase 

Metagene 262 

d90070_1329-1828 J atl-derived^ma-responsive_(apr)jeptidejmraa_ 
15 m69181_6995-7523,nonmuscle_myosinJieavy_chain-b_(myhl 
u02680_2435-2837 9 protein_tyrosinejkin^ 

Metagene 391 

20 176627mriia_5831- 

6329 9 metabotropic^lutamate_receptora^ 
m55422_2463-2733,kmeppel-related_zinc_fing 

all_m6 1 855JL 535-17 14 3 cytochromejp4502c9_(cyp2c9)_mraa,_clone_25 
all_xl4968_122 1 - 1 636,testis_mma_forjbejrii-alpha_subunit_of_cam 
25 x61079mma_10-21 1 ,mrna for_t cell_receptor ,_clone_igra24 . 

zl 64 1 1 cds_29 17-311 0: inj-eversesequence,_J3 1 37-344 1 ,mma__encoding_phospholipase_c 

Metagene 276 

30 hgl067-htl067 - r_at_hgl067-htl067_mucin_ 

u43292 J706- 1252,mds lb_(mds 1 )_mrna,_complete_cds 

all_x8 3492_4 1 8-500,mrna_for_fas/apo-l_(clone_j)crtml 1 - 

fasdelta(4,7))/gb^83492Jntype^a,mrna_for_fa 

x95826cds_203-773,art4_gene/gbF=x95826_/ntype=dnaj r annot=cds 
35 x99894_936- 1482,mma_coding_for_insulin_promoter_factor_l 

Metagene 76 

d503 10J73 1- 1 127,nima_for_oyclin_i,_complete_cds 
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d87735_127-643,mma_for_ribosoma^ 
hgl515-htl5 15_f_atjigl5 15-htl5 15 _transcription_factor_btf3b 
hg3 1 17-ht3293_at_hg31 17-ht3293_mpsl 
hg384-ht384_at_hg384-ht384_ribosomaljrotein_126_ 
5 hg429-ht429_atJig429-ht429Ji)-cell^owth_fector_ 
hg6 13-ht613_at_hg6 13-ht6 13_ribosomaljprotein_sl 2_ 
hg688-ht688Jf_atJig688-ht688_majorJu^^^ 

j03459mrna_1459- 1855,leukotriene_a-4 Jiydrolasejcoma^complete^cds 
108666_953- 142 1 ,porin_(por)_mraa,_complete_cds_and_tr\incated_cds 

10 136870mma_3077-3533,mapjdnasejdn^ 

ml3934cds#2_41-407:in_reversesequence,_555 1- 
5557,_rpsl4^ene_(xin]aiownjrotein)_extracted_fromribosom 
ml4 199J2-38 1 ,laminin_receptor J2h5_epitope)_mma,_5'_end_ 
ml7885mma_532-946,acidic_ribosoma^ 

15 m 26730cds_3-273:injreversesequence,_99-204 5 mitochondrial_u^ 
bindingjprotein _gene,_5'j3ank_w 

m75 126_3 1 59-3537 Jhexoldnase(hkl)jtnma,_complete_cds_ 
m 84711_345-831^fosJransfonnati^^ 
ul2404_l 1 l-651,csa-19_mma,_complete_cds_ 
20 ul4970_122-656,ribosoraal^roteinjs5_mma,jcomplete_cds_ 
ul4972_103-499,ribosomaljprotein_sl0_mma,_complete_cds 
u21(M9cds_61-319:injreversesequ^^^ 

u58682_3 1-3 13,ribosomal^rotein_s28_mma,_complete_cds_ 

u65092_324-774,melanocyte-spe«ific_gene(msgl)_iimia,_complete_cds 
25 u70323_3897-4401,ataxin-2_(sca2)jtnma,_complete_cds 

u70439J>56-1407,silver-stainable^ 

vOl 5 1 6cds_7 1 3-1 044:in_reversesequence 9 _1070- 

1293^essenger_:fragment_encoding^ 

all_x04347_618-917,Hver_nmia_fogm 
30 xl2671mma_1450- 

1726,_hnrnp_al ^rotein_gene_extractedJfo^ 

xl 5940cds_66-348:mj-eversesequero^ l - 
xl6560cds_l-163:in_reversesequence,_13- 
295,cox_viic^ene_for_subu^ 
35 x53777cds_8 l-435,123_niraa_forjputative_ribosomaljprotein_ 
x55733cds_1611-1773:injreversesequ^^ 
xS5954cds_19-385:injreversesequ^^^ 
x6269 lcds_13-343,mma_forjribo^ 

x73460cds_725-l 133:in_reversesequence,_121 l,mraa_forjibosomaljproteinJ3_ 
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x76Ql 3cds_l 933-2257:m_reveisesequen^ 
x80822cds_13-331:injreversesequence,_56-578,mma_for_orf 
x80909cds_297-59 1 :in_reversesequence,_694-754,alphaj3acjtnma 
all^00339_913-1465 9 inmajbr_caito 1 . 1) 

5 y08915_749-1235,mrna_for_.alphaprotein_ 

Metagene 130 

ab002315_4819-5347,mma_forj&^ 
10 a b002382^858~5320,nmiaJ6rJaaa0384 ^eae,_complete_cds/gb=ab002382Jntype=rna_ 

ac0O2115mrna#2_3349- 

7559:not_in^bjrecord,jx>x6b^e^^ 

af002020_4090-4600,niemann- 

pick_cjdiseasejprotein_^ 
15 dl4657_355-775 5 mma_for_kiaa0101jgene s jcomplete_cds 

d25248 _45 1 0-505 0^domly_sequenced_mnia_ 

d253 04j443 1 -470 1 ^nnia_for_kiaa0006_gene,_partial__cds_ 

d25547_779-864,iimia_for^iintiso2yme_i,_complete_cds_ 

d28476_5899-6385,mrna_for_kiaa0045_gene 9 _complete_cds 
20 d5 57 l6_1952-2378,i3miaJfor_j)lcdc47 > _complete_cds 

d63876_3171-3717,mniajforjtia^^ 

d79998_3 100-3562,mrna_forjkiaa017 6 _gene,__partial__cds_ 

d83 004_644- 1 148 ,epidennoid_carcinoma_nirna_for_ubiquitin- 

conjugatingjeii2yme_e2_similar_to__drosophila — 
25 d83785_52 14-5634,mrna_for _kiaa0200 jgene,_compIete_cds 

d85 1 8 1JL 502-20 1 8,mniajfor_funga^ 

d86550_5888-6338,mmajfor_serine/t^ 

d8745 l_2622-3162,mma_forjdaa0262 ^gene,_complete_cds 

d87969_1206-1686,mma_for_cmp-siali^^ 
30 hg2492-ht2588_at_hg2492-ht2588_glutamatejreceptor_subunit 

hg45574it4962_atJig4557-ht4962jmiaUj^ 

i07758_1288-1762,ief_ssp_9502jmrna^complete_cds_ 

113738mma_4076-4490 } activatedjp21cdc42hs_kinase_(ack)_m^ 

all J 193 14_33 62-37 89,bry_gene,_complete_cds 
35 120859J2655-3 1 59,leukemia_virus jreceptor(glvr 1 )_mrna,_complete_cds 

121936_1796-2222,succinate_dehydro^ 

127706_1445- I985,chaperonm jrote^ 

l34600_1958-2426,nuclear-encodedj™to^ 

all__m22 877_1 9 1 7-2434 J somatic_cytochrome_c_(hcs) _gene,_complete_cds_ 
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m29960mrna_1721-2 141 ,steroid_receptor_(tr2~ 1 1 )_mma,_complete_cds 
m3 1 932mma_ 1771 -23 4 1 ,igg_lo w_affinity_fc_fhigm 
m32011nmia_1623-2157 J neutropM_oxM^ 
m33336_244 1 -3 005,camp-dependemjroteinjkinase_type_i- 
5 alpha subunit_(prkarl a)_mrna,_complete_cds_ 
m75715_1635-2185,tb3-l_mma,_complete_cds 
u07559_1832-2366Jsl-l_(islet-l)_mma,_complete - _cds 
ul 1872_36-72,interleukiii- 

8_receptor_type_b_(il8rb) jmna,_spUce_variant_U8rbl ,^artial_cds/gb==^l 187 
10 ul 5642_975-1472,transcriptionjFacto^^ 

u47927_2598-3 1 32 9 isopeptidase_t_(isot)_nirna 9 _complete_cds 

u48296_1629-2175,protein_tyrosinejto^ 

u52 154j2352-2610,gjprotein- 

*coupled_inwardly__rectifyingj5otassium _channel_kir3.4_mnia,_complete_cds_ «, 
15 u63 54 1 mraa_43 1 -977 ,iiirna_expressed_in_hc/hcc_liversand_inolt- 
4_proliferating_cells,jpartial sequence 

u77456_2006-24 14^ucleos6me_assembly^roteiimixna 5 _complete_cds 

u84720_1431-1611,mniaexportjroteinj^^ 

u89336exon#34-35 35- 
20 87:notJn_gb_record,_unlmownjge^^ 

u94832J£732-2958,ldi_typejsplicingjre^ 

u94836_J3450-3894,erprot_2 13-2 l_mma ? _complete_cds 

all_x06272_2379-2854^mraa_for_dockingjprotein^ 

all_x 1 7567_432- 1018 ,rna_for_snrnpjprotein__b 
25 dl_x63741_3695-4230,pilot_mma 

x66113cds_2199-2633:in_reversesequence^ 

all_x67155_2735-3228,mma_for_mitoticJdnesin4ike . 

all_x798 88_965- 1 500,auh_mrna_ 

x87613cds_1996-2236:in_reversesequence,_2780- 
30 29 12,iniiia_for_skeletaljaxuscle_abiindant^rotein_ 

all_x95632_l 680- 1784 3 mma_for_argjprotein_tyrosine_kinase-bindingjprotein 

y07707_l 136-1634,mrna_forJtba4 - gene/gb=y07707_/ntype=rna 

z8472 1 cds#l J5 l-390:in_reversesequence,_l 5248- 

15488 ,dnajsequence_from_cosxnid_j*g l_from_a_contig_from_t 
35 reversej286000J20444-20634 3 dnajsequenceJro^ 

qter_contains__somatostat 

Metagene 42 
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abOQ0462 6801-7227,mma for_sh3 binding protein, clone res4-23a ) _complete_cds 
m65062_1233-1527,imulin-like^owth_factorj5inding 
m93221inrna_4618-5 1 10 3 macrophagejnaimose_receptOT_^^ 
u25801_225-675,taxlj)indingj)rotein_rnma,jparti 
5 all_xl 6699_2053-2130 ? mma_for_cytochrome_p-450hp_. 
x72177mnmJ2964-3510,c6 ^ene,_exonJL 

Metagene 427 

10 m60459_1277- 1745 ,eiythropoietinj:eceptorj^ 
u45880_1969-2515,x-lirikedJb3M^^ 
u89326_l 533- 1965,bone_morphogeneticjrotemjre^ 
aU_x66610_1372-l697 > rnrnaJ&)rjBnolase 
all_x78678_1384-1871^±k_mma_fc^^ 

15 

Metagene 230 
aUd29675_1092- 

1 149,inducible_nitric oxide_synthase 
20 d29675exon> 

136,inducible_nitricjoxidejs^ 

hg27304it2827_satjhg2730-ht2827_fibrinogen^^ 

1 1 7 1 28_1 940-2480>(clone Ji4/hl6)^amma-gto^ 

all_m 1 0943_444- 1 929,metallothionein-if_gene_(hmt-if)_ 
25 ml8731;jit_ml8731jul8731^ 

phosphatejuridyltransferase (galt)_mrna,_compie 

m8 1 933_1920-2394 5 cdc25a_mma,_complete_cds_ 

s79862_1641- 

2226,_26_sjrotease_subuiu^5b=50Jcda_suburut_[hum 
3 0 u20734cds_709- 1 0 14:in_reversesequence, J7020- 

7258,transcripdon_fectorjunb_(junb)^ene,_5 , _regionjan 

u43328_l 1 58- 1 698Jink_protein_mrna,_complete cds_ 

u52155_1646-2168 9 atp- 

dependent_mwardlyj*ectifymgjpota^ 
35 . u77664_4 17-891 ,rnasep_protein_p3 8_(rpp38)__mrna,_complete cds. 

all_x79483„1063-1556 5 erk6_mrna_for_extracellular_signal_regulate^ 

y07829exon#2_13- 

364,_exonJromgene_encoding_ringJ^ 
all^08765_l 854-2207onmaJfcr^ 
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Metagene 201 

reverse_ac000063_3 1010-31 140,cosmid_clone Jucal 9_from__3p2 1 .3__ 
5 hgl761-htl778_s_atJigl761-htl778_tyrosine_kinase_fer_ 
hg2 149-ht22 19__at_hg2 1 49-ht22 1 9jtnucin_ 
1 1 033 8_953- 1 3 60,sodium_channel Jjeta- 1 jsubuni^ 
120860 J2219-2684,glycoprotein_ibj3etaj^^ 
ml 1 186exon#3_20-134:not_in_gb_record,prepro-oxytocin- 
10 neuropbysin__i_(oxt)_gene,_complete_cds_ 

m29273_1749-2307,myelm-associated^lyco^ 

m55040mma_1689-2187 5 acelylcholinesterase_(ache)_mnia,_complete_c^ 

m64082_l 605-2055,flavin-containing jmonooxygenase_(fino 1 )_mrna,_complete_cds_ 

m7348 1 mma_1227- 1 64 1 ,gastrin releasing jeptide_receptor (grpr)_mrna ? _complete_cds 
15 m76446_l 52 1 - 1 977,alpha-al -adrenergic_receptor_mnia,_complete_cds_ 

m86546_1284- 1 71 6,pbxla__and_pbx lb_mrna,_complete_cds 

m88282mpia_4784-5 1 80,tactile jrotein_mrna,_complete_cds 

s75578_7S5-1286,_> 

aminobutyrate aminotransfera 
20 ul8991_21 13-2638^etinal_pigment_epithelium- 

specific_61Jcdajproteia_(ipe65)_mrna J _complete_cds_ 

u3725 l_1908~2328 3 krab_zinc_fingerj3rotein_(znfl 77)_mrna,_splicing_variant 9 _complete_cds 
u38268cds_61-379,cytochrome_bjseudogene^ 

u40990_2251-2797,voltage^ated^otassium_chaimel_(kvlqtl)_mma,_com 
25 u70663_l 532-1928 3 zinc_finger_transcriptionJf^^ 

u78190inma_159-687,gtp_cyclohydrol^ 

all_x00237_613-824,f_variable_segment_5M:^^^ 

x07495cds_389-764:in_reversesequence,_1383-1449,in^ 

all_x5 1408_1626-2017^rima_for_n-chimaerin 
30 aU_x75308_2091-2608,mrna_for_coIlagenase_3 

x80062cds_1187-1268:in_reversesequence,_1430-1463,sa_mraa_. 

Metagene 190 

35 126584_3368-3933,(cdc25)„mrna 5 _complete_cds 
s75 1 68mrnaJ[ 5 15-2079,_matk=megakaryoc>te- 
associated_tyrosine_kinase_[human,_genomic,_26 1 7__ntsegments 
u02609_1934-2450,transducin-likejprotein_ixima 5 _coinplete_cds 
u07882_l 382- 1730,delta_opioidjreceptorjtiima,_coinplete_cds 
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ul6307_996-1458,gUomajathogenesis-relatedjprotein_(glipr)jtnm 
u5983 1 mrna_l 876-2385,transcription_factor,^^^ 
4) __gene,_j;omplete_cds 

y 1 03 13_1 352- 1 730:not_in^bjrecord^iinia__for_nervc _growth_factor-inducible_pc4_homologue 
5 aU_z8374 1^654- 1 m,bh2a/m ^gene 

Metagene 69 

d85759_2398-2701,fetuses,_20-26_weeks_brain_mma_for_mnb 
10 hg2479-ht2575„s^tjig2479-ht2575 Jiel^^^ 

176528exon_146-615 ? presenilin(psl;_sl82)_gene 

m29551_2520-3054 3 calcmeurin_a2_ninia,_coniplete_cds_ 

m83941_2764-3124,receptorjtyrosine_kina^^ 

s77154_1862-2362,_tiiiui==_ngfi-b/nur77_beta- 
1 5 type_transcription_factor_homolog 

u 1 798 9_3352-3796^uclear_autoantigen_gs2na_mrna 3 _complete_cds 

u56244_at_u56244_u56244,not_in^b_recordJiig-l_mma,_complete_cds_ 

u5809 1 Jt27-883,hs-cui-4b_mrna 5 _partial_cds_ 

u6961 1 2905-2985,tnf-alpha_converting enzyme_mnia,_complete__cds 
20 u72648cds_1037-1354:in_reversesequence,_4177-4210,alpha2-c4- 

adrenergic receptor_gene,_complete_cds 

u80456_34 1 6-3788,transcriptionJkctor_sim2 Jtong_fc 

u86755J2390-2735,tiif~alpba_convertm^ 

all_x79204_10002-10585 J scal_mrna__for_ataxin 
25 x83S73_1377-1803,arsejmnia_ 

x84 1 94cds_6 1-271: injeversesequence,50 1 - 

555 } mmajfor_acylphosphatase 9 _er^ 

x91 196mma#2_3588-4161 9 mrna_for_el4__and_a-t ,_proteins/gb=x91 196_/ntype==rna 

30 Metagene 178. 

ab000895_25~3 85 ,mrna_for_cadherin_fib 1 , jpartial_cds/gb=ab000895_/ntype=rna 
all_d00408_l 838- 1946,fetal_liver_cytochromejp-450_(p- 
450_hfla),_compIete_cds,fetaL_liver_cytochrome_ 
35 d26018_2865-3381 5 mma_for_kiaa0039__gene,_partial__cds_ 

d83 646_1 984-2452,mrna_for__metalloproteinase,_coinplete_cds 
d83767_917-1319,clone_n9_rep--8_mrna 3 _coniplete_cds 

d84307_l 321-18 1 3,cdna_jfor ^hosphoetbanolamine_cytidylyltransferase,_complete_cds_ 
hg2714-ht28 10_at__hg27 14-ht28 10_tyrosine_kinase_ 
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hg3893-ht4163_atJbg3893-ht4163jphosphoglucomutase_l,_altsplice_ 
112701cds_103-283:in_revera^ 

137882_1 340-1 8 14 3 fnzzled_gene _product_mrna,__complete_cds 

14 1 9 1 9mrna_l 877-245 0,hic- 1 _geiie_fragment_ 
5 176937mma_4642- 

5 098 ,__unnamed _protein_pro duct gene extracted jfromwemer syndix>me_gene,_complete_cds 

aU_m32053J2900-3489,hl9_ma_gene,_compl^^^^ 

alljai58569_4044~4260 3 fibrinogen_alpha- 

subunitjjipartite^transcr^^ 
10 m64710cds_64-353:in_reversesequence^ 

m77829_737~1269,channel-like integral s 

m8 1 830cds_71 6-1 040:in_reversesequence,_ll 70- 

1326 5 somatostatin_receptor_isoform(sstr2)^ene,_complcte 

u03399_1649-2147,t-complexjrotein_10a m ^^^^ 
15 ull287J>386-5932 } n-methyl~d-aspartate_rec^^ 

ul2622_4- 

358 ,beaded_intennediate_filanient_pro tein_cp 1 1 5_mma,_partial_cds/gb=u 1 2622_/ntype=rna_ 
u223 1 4_2753 -3311 ,restj)rotein_mrna,_complete_cds_ 
u48436J>739-6290,fragile_x_mental_re^ 
20 u503 1 5_2 179-255 1 ,erihancer_of_zeste_homolog(ezhl)_mrna,_complete_cds_ 
aU_u58658_522-1093 9 unknown^roteinjcorBa_witto 
u62431_2093- 

2633,nicotinic_acetylcholine_recepto^ 
u87460_3537-4U3,putative_endothelin_recepto^^ 
25 u89335exon#30J75- 

909,jiotch4_gene_(notch4)_extracted^ 
x62429cds_438-784:in_reversesequence,_877-^^ 
all_x753 1 5_849- 1 348,seb4b_mma_ 

x83703mrna_1284- 1 854,mma_for_cytokine_inducible_nuclear_proteio_ 
30 all_z35102_2543-3018 ? rama_for_ndrjproteinjdna^ 

z485 12exon#4_87-303 s xg_mrna_(clone_pep6)/gb=z485 12_/ntype=rna 
all_z83742_507-757,hli2a/c_gene. 

Metagene 162 

35 

hg3242-ht423 I_s__at_hg3242-ht423 l_calcium_channel,__voltage- 
gated,_alpha_l e_subunit,_altspliceJ3_ 
hg4258-ht4528_atjig4258-ht4528jdnasej^ 
hg441 l-ht4681_at_hg441 l-ht4681_mucin,_gastric 
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hg4677^t5102_s_at - _hg4677-ht5102 oncogene ret/ptc2,_fusion_activated_ 
k01900mma_655-1213,lymphocytejm^^ 
132961_1584-1679 9 4-aminobutyrate_amm^ 
178267mma_2573-3113,par-5_nima,jprobable_5 , _end 
5 m 1 06 1 2cds_l 7-275 :in_reversesequence,_2926-3 822 :not_in_gb jrecord,apolipoprotein_c- 
ii gene, complete_c 

m 1 3686_388-897,pulmonaiyjsurfactant-^ 
ml 659 lmma_1446- 1933 jhemopoietic^ceU^protein- 
tyrosine_kinase_(hck) _gene,_complete_cds 5 _clone_lambda 
10 m81829cds_915-l 137:in_reversesequence,_1260- 

1 476,somatostatin_receptor_isoformgene,_complete_cds_ 

s38953cds_611-820:in_reversesequence,^^ 

s79281_25- 

463 , _pancreatic_jibonuclease _[himian 5 _mmajrecombinant_j)artial ,_49 1 _nt]/gb=s7928 l_/ntype=rn 
15 u25826cdsJ795-1017:in_reversesequence,_4190- 

4436,transcription_factor_(scl)_gene,_complete_cds_ 
u29725 J25 17-2937,bmkl_alpha_kinase_miTia,_complete_cds 

u3 1 986_877- 1381 ,cartilage-specific_homeodomainjprotein_cart- 1 _mrna 5 __completecds_ 
u36798_407 1 -455 1 ,platelet_cgi-pde_mrna,_complete_cds 
20 u48936_15-139,amiloride- 

semitive_epithelial_sodium_chamel^ai^ 
u49248_4807- 

525 1 5 canaKcular_multispecific_organic_ani^^ 
u49837_684-1218,limjprotein_ndp_inma,_complete_cds_ 
25 u53 174_1 639-2059 > ceU_cycie_checkpoint_conto 
u56814j495-957,dnase_i_homologousjprote^ 

u60062_l 060- 1 550,fez 1 ~t_inma,_altematively_spliced_fomi,_c6mplete_cds — 
u63090_1303- 1 8 13,gal _beta-l ,3 jgalnac_alpha-2 9 3 jsialylt^^ 
u79295_8 1 7- 1 345,clone_2396 l„mrna_sequence 
30 all_x65857_J 542-2053 ^igmp07e_gene_for_olfactory_receptor_ 

* 

x70070cds_954-l 194:in_reversesequence,__l 608-1800,nmia_for_neurotensija_receptor_ 
x77307cdsJ^44-1382:inj:eversesequence 5 _M^ 
all_x87 1 60 J2768-3339,iximaJfor_gamn^^ 
sensitive__sodium_channel_ 
35 all_x95095j*87-1058,mmajForjdgM 

226653cds_8896-9286;in_reversesequenc^^ 
all_z37976_6411-6916 ? mmajforjatent_t^ 
all_z38 133_5578-5993,mma_forjtnyosin_ 
alLz49825_1747-2253,niraa^ 
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z70276cds^294,mmajfor^ 
z83805_199-463,mma_for_axonemal_dynein^ 

Metagene 148 

5 

dl3644jt013^523^nma_forjdaa0019jgene 9 _completejcds 
135545mma_689-1223,endothek^ celljproteu^^ 
m33882_2348-2762,p78jprotein_mrna,_complete_cds 

m60750cdsJ3~348,histone h2b. I_(h2b)_gene,_complete_cds/gb=^60750_/ntype=dna_/aimot=cds^ 
10 u78798_1699-2203,tafj^ceptor_asso^ 
all^)8319__1743-2272,mraa„for_kinesin-2 

y 1 2556_427-877,mma_for_amp-activated jrotein_kinase_beta-l/gb=^l 2556_/ntype=rna_ 
Metagene 165 

15 

afO00959 759- 1 269,transmembranejrotein_rnrna,_complete_cds 
d28364_4- 

118,mmaJfor_annexinjft,_5'ju^ 

hg2239-ht2324_at_hg2239-ht2324^otassium_chaniiel_protein_ 
20 hg3075-ht3236_s_at_hg3075-hO236_focal_adhesionJkinase_ 

m28214_255-723 ? gtp-bindingjroteinJrab3b)_mma,_complete_cds_ 

m91 3 68_265 6-3 1 89^a+/ca+_exchanger_(cnc)_mma,_complete_cds 

u79734_4 1 1 9-4683 ,himtingtin_interacting jprotein (hip 1 )_jnrna s _complete_cds 

x71345mma_222-798,tttma_for_^ 
25 all x83 53 5_1 79 1 -2208,mrna_for_membrane-ty^ 

Metagene 120 

12 1 998_1 5275- 1 5677,intestinal_mucin _(muc2)_mma,_complete_cds 
30 126234mrna_298- 

796,apoIipoproteinJb_mma_edi^ 

m55905_1340-1820,mitochondrialjnad(p)4_depm 

m96956_2590-2639,(clone_cr-3)_teratocarcinoma- 

derived ^gro\vth_factor(tdgf3)_mrna,_complete_cds_ 
35 u00952388-998,clone_a9a2brb7_(cac^ 

u01062mma_8334-8778,typeinositoMA5-tf^ 

ul 7418_1 591-207 1 ,parathyroid_honnone/pamtliyroid_lionnone- 

related^eptide_receptor_mraa,_complete_cds 

u31099_13-469 5 dpjprostanoid_receptor_(ptgdr)_mma,jartiaLcds. 



700 



WO 2004/038376 



PCT/US2003/033946 



u33838_2-188,nf-kappa- 

bjp65delta3_nmia,_spliced_transcriptJacking_exonsand 
u40622_999- 1449 3 xrcc4_mrna,__complete_cds_ 

u40705_2 1 27-2625,telomeric_rq>eat_bindin^_factor_(trfl )_mrna,_complete_cds 
5 u6656 1 J2 1 58-26 1 4,krappel-related_zinc_finger _protein__(znfl 84)_mrna,_partial_cds 
u90313_212-758,glutathione-s-tram^ 

u94333_2877-3429,clq/mbl/spa_receptor_clqr(p)_mma,_complete_cds. 
x89576_1772-2255,mmajForjuta^^ 
zl9G02cds_1508-1994:injrevereesequence,^^^ 
10 like__zinc_finger_pro 

Metagene 32 

d85376exon_2003-2453,dna_for_thyrotropin-re^ 
15 hgl 034-ht 1 034__f_at _hgl 034-ht 1 034__atpase,_na+/k+ _transporting,_alphapolypeptide 

hgl471-ht3923js_atjigl471-ht3923jrans^^ 

hg2147-ht2217_r_at_hg2147-ht2217_mucin_3 5 _intestinal_ 

hg3565-ht3768_at_hg3565-ht3768_zinc_fingerjprotein_ 

alljc03431_5910-6163:notjta^b_record^ 
20 related_jprotein)_extracted__fi-omhaptoglo 

103 840 24 1 9-2970,fibroblast _growth_factor_receptor(fgfr4)_ninia 5 _complete_cds 

107590_4754-5 1 38,protein ^hosphatase_2a_130_kda_regulatory_subunit_mma,_complete_cds 

11 1 708 J7 61-1 205,_himanbeta_hydroxystero 

11 3 197_1 853-2099,(clonejI2 1 s4 1 8e)jpregnancy-associatedjplasma_protein_a_(papp- 
25 a)_gene,_5'_utr 

127943inrnaJ291-867,cytidine_deamitt^ 

12882 13394-4838,alpha_maimosidase_ii_iso2yme_mma,_complete__cds 

140992mrna_906- 1 368 5 (clone_pebp2aal)_core- 

binding_factor,_runtjdomain^^ 
30 149 1 69mma_3270-36 1 2,gOs3_mnia ) _complete_cds__ 

ml4016mnia_644-947 3 uroporphyrinogen_de^^ 

iul4660exon_l 1 23- 1 3 63 :injtjeversesequence,_1460- 1646,isg- 

54k^ene_(interferon_stimulated_gene)__encodin 

m23892mnm_2101-2549,15-Upoxygenase_nirna,_complete_cds 
35 m27288exon_225-555:in_reversesequence,_567-768,oncostatin_m_gene 

m27783_2-433,neutrophil_elastase_mrna,_3'_end 

m28213_94-627 } gtp4}indingjrotein_(rab2^ 

m3 1 525mrna_5 17-1081 ,mhcii _lymphocyte_antigen_(lila-dna)_gene, jcomplete_cds_ 
m55131mma_5636-6134,cystic_fibrosis_tr^ 
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m55 1 72_67 1 2-7 1 02Jarge_aggiTegatmg_car^ 
m63896cds_927-1197:in_reversesequence,_1866- 
2022,transcriptional_enhancer_factor_(tefl)_dna,_complet 
m63967exon#2_l 3 1 9-1 625 5 mitochondriaLaldehyde_dehydroge^ 
5 m80478exon#3_l 1 9-635,platelet_glycoprotein_ix __precursor_(gpix)_gene,_complete_cds 
m96995_497-1025,epidemial_growth^^ 
grb2)_mrna_sequence_ 
s50017cds_904-1241:injrevereesequence^^ 
phosphodiesterasejhum 
10 u07563_cdsl_at_u07563ju07563 3 not_m^ 
ejm8604_me 

ul 1861_5 1 1-949 ,glOJiomolog_(edg-2)_mnia,_complete_cds 

u33841_8844-9294,ataxia_telangiectam 

u34605JB65-3851,retinoicjacid-_and_m^ 
15 u35246_l 518-1 962 5 vacuolar _protein_sorting Jiomolog h-vps45 jmma,_completejcds_ 

u38980_841-972,pms2_related_(hpmsr6)_mrna,_complete_cds 

u43586_l 531-2101 ,kinase_suppressor ofras- 1 (ksrl ) _mrna,_partial_cds_ 

u43747_993- 1 425 ,frataxin_(frda)_mma,_complete_cds_ 

u50839_l 969-24 13:not_in_gbjrecord,gl 6_protein_(g 1 6)jncirna,_partial__cds. 
20 u525 13_1318-1 642 J rig-g__mrna,_complete_cds 

u65533J5076-3620,regulator_of_nonsense_^ 

u66828_234 1 ~2500,carnitine palmitoyltransferase^ 

u70867JM44-3936 3 prostaglandin_transport^^ 

u75362_2 1 55-2557,isopeptidase_t-3_(isot-3)_nirna,_complete_cds 
25 u9297 1 1 235-1 805,protease-activatedjreceptor(par3)_mrna,_complete_cds. 

u93049_1841-2375,slp-76_associatedjrotein_mma 9 _complete_cds 

x01038mma_285-824 s fetal_genejfo^^ 

xl4445exon#3_240-702,int-2_proto-oncogene 

all_xl4789_1204-1793,alpha-a_crystalli^^ 
30 xl5357cds_2853-3135:m_revereesequenc^ 

ajrecep 

x71874cds#l_268-739:iaj:eversesequeace 5 ^^ 
l_gene_extracted_fro 

x84746cds_544-1012 s histo-blood_group_ab0_ w gene,_exon_l 
35 all_x85 137_3 13 l-3726,trmia_forJkinesin-relatedjprotein 

x98833mma_3475-3937 a mma_for_zinc_fiagerjprotein,_hsail 
all_yl0260_1483-2048,eyal__gene_ 
z30643cds_1860-1921,inmajforphto^ 
z46967cds_1216-1714,iiima_for_caHcin_(partial)_ 
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Metagene 384 

x92689cds JL 457- 1 853 ,mrna_for_udp-galnac:polypeptide_n- 
5 acetylgalactosaminyl_transferase/gb==x92689_/nt 

Metagene 392 

d49728J2G02-233G,nakl_mmaJbr_^ 
10 110717_6303~6332,t_cell~specific_tyrosm^ 

1251 19_1561-21 19,mu_opiate_receptor_(morl)_mraa,_complete_cds 

m323(M_423-983 5 metalloproteinase_inHbitor_^ 

m84526_470-890,a(Upsiii/complement_factor_d_mrna,_complete_cds 

u44103_339-559 5 small^tpj)inding^rotein_rab9_mma, complete_cds. 
15 u60319jn33-2643jiereditaryjiaemochromatosis^ 

u63825_269-737Jaepatitis_delta_antigen_inte^ 

u77735_1516-2026,pim-2jrotooncogenejto^^ 

u90544_l 665-2 1 45 5 sodiim^hosphate_transporter_(npt3)_mma,_complete_c 
all_x76092_1925-2460,hrfic3_mma 
20 z22780cds_1528-1774:in_reversesequence,_1780-1870,cylicin_mrna_ 

Metagene 73 

ab000466_2465-2963,_clone_res4-24c,_exon_l,__2,_3 
25 ajOO 1487_25-265,mma_for_ti^sfo 

hg4755-ht5203_s_atjig4755-ht5203_spinal_miiscular_atrophy 

j03260mmaJ2076-2576,transducin_alpha-subi^ 

all_m20530_85-212,pancreatic_secreto 

m599 1 1 j*048-4612,integrin_alpha-3_c^^ 
30 m62400_1400- 1 928,gamma-aminobutyric_acidjreceptor_type_a_rho- l_subunit_(gaba-a rho- 

1 )_mrna ? _complete 

m74826_1928-2396,glut^ate_decarboxylase_(gad-2)_mma,_complete_cds 
all_u01317_19502-63478,_epsilon- 

globin^ene_extracted_frombeta _globin_region_on _chrornosome_l 1 ,_epsil 
35 u 1 3220JL 5 86-2066,forkhead j3rotein_freac-2_mnia, jpartial_cds 
u54999_l 795-2287 3 lgn_protein__mrna ? __complete_cds 
all_x00734_80 1 6-8239£eta-tubulin^ene_(54>eta^ 
x65293cds_l 670-2 1 80,mrnajfcr _protein_kinase_c-epsilon 
alLx71348__2835-3436,vhnfl-c_mma 
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aU_x76057_1206-1765,pmil_mma_fbrjphosphomannose_isomerase 
all_x983 1 l_1901-2274,irirna_for_carcinoembiyonic_antigen,_cgm2_ 
z49205mma_2454-2976^imia_forjpuiinergicjreceptor 

5 Metagene428 

hg33444it3521_atjig3344-ht3521jubiquitm^ 
all_m35999_3904^63,platelet^lycoproteinjiia_(gpiii^^^ 
all_ul9906_5284-5711,arginine_vasopressin_re^ 
10 u54617JL233-1737,pyravate_dehyto 

x94703cds_244-628:in_revereesequence,_640-748,rab28_mma 

Metagene 224 

15 hg3859-ht4129_atjig3859~ht4129_mage-4a_aiitigen_ 
u61741_25-137,clone(hl- , 

1 8),_dynein_heavy_chain„(dnahc 1 4)_mrna ) _partial_cds/gb=u6 1 74 Wntype==rna 
u67784_1106-1640 > orphanjg^rotein-co^ 

20 Metagene 437 

aUjm73548_9853-10274,polyposisJocus_(dp2.^ 
u30245exon_3- 
56,myelomonocyticjspecific^ 
25 u36448_1252-1792,ca2+-dependent_activato^^ 
u41737__103- 

523j>ancreaticJ)eta_cell_growth^^ 

u48697_1787-2276,mariner4ike_ete^ 

x89986cdsjm-387:injreverseseq^ 

30 

Metagene 216 

10 1 087_2 1 89-2693,proteinJkinase_c~theta^ 
ml6652mrna_324~ 
35 858,pancreatic_elastase_iia_mma,jcomple^ 

m2769 1_1 90 1-24 17,traiisactivatorjprotein_(creb)_niraa,_complete_cds 
m94893 989-1499 5 testis-specificjrotein_(^^ 
u30610J239-749,cd94jprotein_mma,_completejDds_ 
aU_xl7094_3675-4180,fur_mm^^ 
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x55019cds_1128-1521:in_reversesequence,_1538- 
1 70 1 ,mma_for_acetylcholine_receptor_delta_subiinit 

Metagene 449 

5 

d79988_6383-6899,mmajforjdaa0166jgene,_complete_cds 
d8000 l_4465-4939^nrna_forkiaa0 179_gene,_partiaLcds_ 
d87450_5572-6034^omajforjdaa026 1 _gene,_partial__cds_ 
hg25734it2669_atjig25734it2669_zincj^ 
10 m22638exon#4_154-6824yl-l^rotein_gene,_complete_cds 
m62402_453-927,insulin-like_growth_factorj3indin 
m85164 1354-1852 s sri^accessoryjprotein_lb^ 

s79873_3394-3969,Ji-lamp-2=lysosome-associated_membranejrotein- 

2_{altematively_spUced}_[human > _li 
15 u!5 174_224-746,nip3_(nip3)_mma 5 jcompletejcds 

u24 1 86cds_465-747:injreversesequence,_1223- 

139 1 replication jrotein_a_complex_subunit_homolog_rpa4_g 

u34976_l 059- 1575,gainma-sarcoglycan_mma,_complete_cds 

u47677mma_2495-263 6,transcription^^^ 
20 u599 1 4_802- 1 240,chromosomemad_homolog_smad6_mnia > _complete_cds_ 

u80628_2216-2588,thymidinejrin^^ 

all_xl 6323_5339-58 14 ,nima_forJiepatocyte_growth_^ 

x520t#cdsjtt3-1315:injreveree 

l_stiychnine_binding_subunit oO^i^itory^lycine 

25 

Metagene 491 

hg3 5 1 0-ht3704_atJbg3 5 1 0-ht3704_v-erba_related_ear-3jprotein 
hg880-ht880_s_atjig880-ht880_inucin__6,_gastric 
30 u375 1 9_2304-2784,aldehyde_dehydrogenase _(aldh8)__mrna,_complete_cds_ 
dl_x98263_520-1019,nima_for_m-phasejphosphoprotein,_mpp6 

Metagene 429 

35 dl3628_2506-2998 s mrna_for_kiaa0003_gene,_complete_cds 
hg2 1 7 l-ht224 l_r_at Jig2 1 7 1 -ht224 1_1 2-lipoxygenase_ 
147726j2090-2552,phenylalaninejhydroxylase^ 

all_ml 159 l_5495-6174:in_ml 1591 cds_567-598,tnhcji_hla-sx~alpha_gene 
u55764_784-1072,estrogen_sulfotransferase_nima,jpartiaLcds 
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all_x5 1362J2 1 0 1 -2583 ,mrna_for_dopamine_d2_receptor_ 
x60708mmaJ28 12-3364,pchdp7_im^ 

Metagene2l0 

5 

j041 1 lexon#l_2735~3251,c-junjroto_o^ 
ml9154mma_2143-2503,ti^sfora^ 
n355210mma#l_7322-7844,laminin_b2_chain_(lamb^ 
m93426J7455-7845,proteinJyrosin^^ 
10 u04636mma_3882^386,cyclooxygenase-2_(hcox-2)^ene,_complete_cds_ 
u32n4_756-1278,caveolin-2_mrna,__complete_cds 
u60805_3576-4146,oncostatin-mj5pecffi^ 

Metagene 208 

15 

dl4686mma_1554-2(M6 9 gene_for^ 

dl4695_1259~1817,mmajbr_kiaa0025 jgene,_complete_cds 
d23673_1204- 

1666,_clone_hhl09_(screenedjby_th^ 

20 d86965_6 1 66-6490 J mma_forjdaa02 1 0 _gene,_complete_cds 

d89667_440- 1 004 5 mma_for_c-myc_binding jprotein,_complete_cds_ 
hg2379-ht3996_s_atJig2379-ht3996_serineJiydroxymethyltransfer^ 
hg270-ht270_atjig270-ht270jiymphocyte_chemoattractant^ 
hg2868-ht3012_s_atJig2868-hG012_xe7,_pseudoautosomal _gene,_altsplice_2 

25 hg371-htl063_s_atjig371-htl063_m^ 

hg3936-ht4206_atjig3936-ht4206_interleukinreceptor 
j00287exon#l_8-248:not_in_gb_record,pepsinogen_gene_ 
102867_2179-2689,62_kdajaraneoplastic_antigen_mrna,_3'_end_ 
11 3744_2775-3345,af-9jmrna,_complete_cds_ 

30 1 1 492 7exon#7_J -159: in_re verse sequence,_53 8 2- 

5676,tear^realbumin_(tp)_gene ? _complete_cds_andjpromote 
138935mma_564-1026,gt212_mrna 
ml4218mma_1044-1440,argininosuccinat^^ 
m38449_40-599,transforming_growt^ 

35 m57763 J73 1-1 151,adp-ribosylationjfactor_(^^ 
m60278_177 1-222 1 ,heparin-binding_egf^ 
m79462_3853-4333,pml-l_mrna 3 _complete_cds 
m9 1 1 96_938-15 13,dna-binding_protein_mrna,_complete_cds_ 
m96326mrna_370-886,azurocidin_gene,__complete_cds 
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m96739_l 964-25 1 0 ? nscl- l_mma__sequence 
s 72043mma_5-68,_gif=growthJnMbto^ 
s82362_l 1 19-1 690 5 _hrar-_beta„2-retinoic-acid- 
receptor^eta/suspectedJimior^suppresso^lS^region^tr 
5 u03494_22 13-2393 ,transcription_factorjsf_mma,_complete_cds_ 
u05875_1655-2105,clonejpskljnterfe^^ 
1 ) jrnma,_complete_cds_ 

u40714_692-1142,tyrosyl-traa_synthetase_mma,_complete_cds/gb^ 

u41068cdsj£-268:in_reversesequence,_944- 
10 1 155^etinoid_x_receptor_beta_(rxrbeta) _gene,_partial_3'_tra 

u47101_428-758 5 nifu-likejpro^ 

u52112mma#l_3929- 

4463^q28^enomic_dnaJn_thejregio^ 

u54644_1437-1806 9 tub_homolog_mrna 5 _complete_cds 
15 u58087_2096-2462,hs-cul-ljtnnia,_completejcds_ 

u62531_3465-4029,ae2_anion_exchange^^ 

u65785_4028-4442,150Jcda_oxygen-regulatedj^ 

u72 5 1 5_1 279- 1 8 1 1 ,c3 f_mma,_complete_cds 

u79255_760-l 1 80,xl 1 _protein_mrna,_partial_cds 
20 aU_xl3451_84-268^ma_forJyrapho 

term(m-mb- 1 Jao 

xl3973cds_996-1356:in_reversesequence,_1770- 
1 896,mma_for_ribonucleas^ 

all_x 1 6 135__1 552-2003,inma_forjniovel_heterogeneous_nuclear_ra^ 
25 ' x66362cds_743-1097:in_reversesequence,_l 121-12 1 7 ? mrna_jpctaire- 
3_for_serine/threonmejprotein_kinase_ 
all_x808 1 8_360 1 -3 860,mma_for_metabotrop^ 
x85 1 06_2 1 96-27 1 2 5 mrna__for_ribosomal_s6__kinase 

30 Metagene 160 

dl481 1 644-1 124 5 mmajfor_kiaa0 1 10_gene,_complete_cds_ 
dl4889J760-1240,mma_for_smdl^^ 
d2 1878_8 1 6- 1 386,mma Jfor_bst- 1 ,_complete_cds_ 
35 hg3288-hG465_atJhg3288-ht3465_xanthine_dehydrogenase 
j04 1 02_1 830-2 1 84,erythroblastosis_vims_oncogen^^ 
125798_1 06 1-15 89,3-hydroxy-3-methylglutaiyl_^ 
141349mma_3238-3646,phospholipase_cJbeto^ 
ml7219J758-1286,brain_guanine_n^^ 
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u55054_3199-3697,k-cl_cotra^ 

u57094_502-1018,smaU^tp-bindingjrotein_mnia J _complete_cds_ 
u9309 1_44 1 0-4806,toll jrotein Jiomolog_rama,_complete_cds_and_line- 
l_reverse_transcriptaseJhiomolog,_jp 

5 

Metagene 156 

hg2887-ht303 I_r_at_hg2887-ht303 l_sry-related_hmg-boxprotein 
hg4099-ht4369js_atJig4Q99-ht4369_adre^ 
10 104947_3659- 

4199,(clones_bt3.08 1 .8,_bt3.129.5_and_bt4. 1 69)_receptor_tyrosine_kinase_(kdr)_inma,_3 '__e 

m74088_8374-8717 s apc_geae_mrna,_complete_cds_ 

m96738cdsJ719-1221 9 somatostatin_recepto^ 

m99435J2069-2325 s tramducin-Iik^^ 
15 s72487_1134~1582 5 _orfl_5 I _to^d-.ecgfi r tp...orf2_5 , _to_pd- 

ecgFtp_[human,_epidermoid carcinoma celMi 

u28(M3_1989-2499,pIasma_membi^e^na+/^^ 

u28049_l 684-222 1 ,tbx2_(txb2)_mma,_complete_cds 

u5 1003_2591-3 1 69,dk-2j;dlx2)jrnma,_complete_cds_ 
20 u62739_986-1430,branched-chain_amino_acid_aminotransfe^ 

u72509mma_2-255,altematively^^ 

u79300_930-1404,clone_23629__mma_sequence 

all_x696543-422,mma_for_ribosomaljxotein_s26 

x79439cds_16-277,notchdna_sequence/g^^ 
25 x82850cdsJ722-1090:injreversesequence,_l 108-1238 

y004 1 4cdsJ 266- 1 537:injreversesequence,_l 573-1785 ,mrna_for_tyrosine J\ydroxylase_type_3 

all__y08265_J 306 s - 1 834,mrna_for_dan26_protein,_partial_ 

z49254cds_75-435:in_reversesequence 5 _549-651,123-related_mrna_ 

30 Metagene 149 

d00097exon#2_152-710 ? seramjmiyloidj^ 
d!4533_8 1 2- 1 322 ? mrna_for_xpac_protein 
dl6815_1642-2086^nrna_for_ear-lr,_ - complete_cds_ 
35 d87683_64 19-694 1 9 mma_for Jdaa0243 jgene, jpartial_cds_ 

hg25 10~ht2606_at_hg25 1 0-ht2606_i^-specific^anine_nucleotide-releasing_factor 
j003 14mma# l_4079-4 1 73,beta-tubulin _gene,_clone_m40 
j05200mrna_14740~ 1 5238 ) ryanodine_receptorjmrna,_complete_cds 
11 1329_J 162-1630 5 protein_tyrosinejhospha^ 
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112760exon#9J396- 

721,phosphoenolpymvate_ca^^^ 

allJ35263_3222-3721,csaids>in^ 

m22976mmaJZl-303:in_iwersesequence,_668-728,cytoc^ 

5 m 62397j3586-4126,colorectal_mu^ 
anjtn83554J3167-3576 s lymplioc^ 
m84424exon_1073-1217,ca1hepsin_.ejctse)_gene_ 
aU_m93311_1950-2085^etaUotWonein-iii^ene,_CK)mplete_cds 
s83549_19-571,jQa+/h+_exchanger^sofonnjahe- 

10 2J>iiman,_va^ 

u02082_1643-2201,guanine_n^ 
u 14528_2357-2807,sulfate_transport^ 
ul 8009^1 900-2338,chromosome_17q21_inrna_clone_lfl 13_ 
ul9517_1692-2010,(apoargc)Jong_mrna 5 _complete_cds_ 
15 u22680_6048-6558^2Jbox_repressorjru^ 
u36601J2620-3166£epaira_n-deac^ 
u49436_1303-1783,translationjnitia^^ 
u53003_1093-1609 J gt335jcnrna,_complete_cds 
u73338_6615-7113^ethionine_syntiiase_mraa,_complete_cds 
20 u73682_2255-265 1 ^neningioma-expressed^antigenCmeal l)_mrna ? _partial_cds_ 
u78876_1789-23 1 7^nek_kinasemrna,_complete_cds_ 
u8081 l_1092-1536,lysophosphatid^ 
x02176cds_1397-1656:injreversesequence,_1681- 
1 859,mma_fragment_for_complement_component_c9 
25 X 05997cds#lJ726-1158:in_rev^ 

x51956mma_1881-2397,eno2_geneJbrj^^^ 
all_x60483_975-l 171,h4/d _gene_for_h4Jiistone_ 
x67325cds_31-337:in_reversesequence,_43-541,p27_mrna 

x67683cdsJ34-319:injreverseseq^ 
30 x68 149exon#2_2249-2687,blrl_gene^^^ 

x85 133mmaj2399-2897,rbq-l_mrna 

x85372cds_18-210:injreversesequera^^ 

all_x87342_2921-3456,mrna_forgiantJarvae_homolog_ 

x90908cds_ll-353,mma_for>15pji-babp)^rotein_ 
35 attjy00978 - 2012-2535,xnrna_for_dihydroUpoamide _acetyltransferase_(pdc-e2) Jec_2.3. 1 . 12) 

yl2393_346-819,inma - for_srpl-like^rotein,^artial_ 

z24459exon#l_13- 

199^exon2a^firommtcpl ^ene,_exon S _2ajo(andJoined^mma)/gb= Z 24459jnt^ 
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Metagene 125 

dl4827_l 564- 1 966,mma_for_tax_helper_protein_l ,_complete__cds_ 
all_d26561__2433- 

5 3022,__orfJbrJ ljprotein^ene_extracted_frornpapillomavirus_5b _genome_integrated_into 
B4060_2124-2502,cadherin-8_mma > _complete_cds 
m94 1 67_1 894-2326 ) hereg|ilin-beta2_gene > _complete_cds 

s83390_23 1 8-2865,_t3 jreceptor-associating^cofactor- l_[human,_fetal_Hver,_mma,_293 Ont] 

u03398_l 069- 1 576,receptor_4- 1 bb_ligand_mrna,_complete_cds 
10 u52152J2642-3020,mwardlyjrectify^ 

u64871cds_870-1212:in_reversesequence,_1665-1773,putative _g__protein- 

coupled_receptor_(gprl9) _gene,_c 

u95626mrna#2_1641- 

2133,_ccr2^ene_(ccr2a)_extractedJBro^ 
15 x77094cds_634-994:injreversesequence,_1136-1214,tnma_forjp40p 

Metagene 71 

ab000220_4588-5 1 34,rama_for_semaphorin__e,_complete_cds_ 
20 109749_1019-1463^clone_f4)Jrara^ 

m873 13_793- 1 335,myotonin jrotein_kinase_(dm)_mrna_ 
u04520mrna_622 1-664 1 ,type_iv__collagen_a5_chain_(col4a5)_gene_ 
all_x87904_4 1 59-4670 ,mma_for jsep jprotein 
z78285_3-137 9 mnia_(clone_la7) 

25 

Metagene 374 

ab000896_49-39 1 ,mma_for_cadherin__fib2 a _partial_cds/gb^ab000896 _/ntype=rna 

ac002115mma#l_932- 
30 1448,_cox6b^ene_(coxg)_extracted_from 

d29641_2800-3292 ) mrna__for_kiaa0052_gene,_partial_cds_ 

d83699_623- 1 00 1 ,brain_3 f _u1r_oOnma^ 

d86960_5652-6168,mrna_for_kiaa0205_gene,_complete_cds 

hg2 1 5 2-ht2222_at _hg2 1 52-ht2222_zinc_fingerjprotein_92 
35 hg3707-ht3922_f_at_hg3707-ht3922_guanine_nucleotide- 

bindingjrotein,_alpha_ijahibituig_activityjpolyp 

113994J2830-3 196,prec ^ene 5 _complete_cds;_oifx,_complete_cds_ 

122343_1 136-151 7,nuclear_phosphoprotein_mraa,complete_cds_ 

14 1 607mrna_l 772-2330,beta- 1 ,6-n-acetylglucosaminyltransferase„(ignt)_gene 
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all_ml 1437_1562-2440:in_ml 1437cds#l_l 198- 

1 226,_kng^ene_(kininogen)_extracted_fr^ 

m27533_883-145 1 9 igjrearrangedj37^roteinj^ 

m6 1 764mrna_101 5-1495 9 gamma-tubulin_mma,_complete_cds 
5 m65085_1792-2302,folHcle_stimulatingJto^ 

m81778JZ123-2689 9 serotonin_5-htlc_rec^ 

s66541cds_375-687:in_reversesequence > _99-314,_b- 

SO^euiBl^hosphoprotein^^uman^enomic^l 845_ntseg 

u039 1 1J2485-30 1 3 5 mutator^ene_(hmsh2)_mma,_complete_cds_ 
10 u228 1 6_3784-4288 Jar-interactingjpmtein_lb_mrna,_complete_cds_ 

u5 1 095_1 23 0- 1 65 6,homeobox_protein_cdx l_mma 9 _complete_cds 

u59748j28-187,desertJtedgehogJhc^^ 

u61538_199-751 9 calcium-bindingjrot^^ 

u74324_1797-2349,guanine_nucleotide_exchan^ 
15 u81787_1686-2238,vmtl0bjrnrna,_complete - cds. 

u90437_43-259,rpljhomologjrnma,_3 , „^ 

aU_x04391_1779-2320 3 mma_forJymphocyte_glycoprotein_tl/leu-l_ 
x 1 5 673mrna_623- 1121 s ptr2 jtnrna_for_repetitive_sequence/gb==x 1 5 673_/ntype=rna_ 
all_xl5949_1543-2144 J mma_forJnterferon_regulatory_factor-2_(kf-2)_ 
20 x56667mma_915-1341 9 mma_for_calretinin 

x78924cds_55-466:injreversesequence,_622-63 1 ,hjzfi_mnia_for__zinc_finger_protein 

x97630J2420-2897,mmaJFor_serine/tte 

all_x99657J783-1318 9 mmaJforjrote^^ 

25 Metagene 168 

d00761_252-750,mma_for_proteasome_subunit_hc5_ 

d00762_237-777,mma_for_proteasome_subunit_hc8_ 

dl3435_526-832,tnma_forjpig-f_^ 
30 dl3969_1638-2148,mma_for_mel-18jroteiii,_complete_cds_ 

d29677_5 709-623 1 ,mrna_for_kiaa0054_gene ? _complete_cds 

d31762j6385-6775,mmajfor_kiaa0057^ene,_complete_cds 

(Bl766_2024-2552^nrna_for_kiaa0060_gene,__complete_cds 

d38449_23 1 1 -279 1 ,mrna_for g_protein-coupled__receptor,_coraplete_cds_ 
35 d38535_2583-2973 ) mrna_for_pk-120_ 

d43950_1355-1739,mma_for_kiaa0098_ j gene 9 _partial_cds_ 

d50487_3756-4098,mma_for_ma_helicase_(hrhl),_complete_cds 

d50863_l 908-2370,mmaJForjeskl 9 _complete_cds 

d50922 Ji 972-2452,mma_for JciaaO 132_gene,_complete_cds 
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d50923_5018-5528^nma_forjkiaa0133_gene,_complete_cds 

d78586_6497-6923,cad_mmaJForj^ 

d79993_2741-3 1 67,mmajforjeiaa017 1 _gene,_complete_cds 

d79997_1881-2415;mmajbrjdaa0175 ^ene,_complete_cds 
5 d80010_4778-5198^nma_forjdaa0188 _gene,_partial_cds_ 

d83776_4596-5 1 66 > mrna_for_kiaa0 19 l__gene,_partial_cds_ 

d83782_3411-3915,mma_for_kiaa0199_^ene,jpartial__cds_ 

d84557J2412-2874 J mmaJfor_hsmcm6 5 __complete_cds > __ 

d86968j4437-4899,nmiajfor_^^ 
10 d86971_4851-5325,mma_forjdaa0217 __gene ? jpartial_cds_ 

d86976_3592^060^nraa_for_kiaa0223_ j gene,jpartial_cds_ 

hgl019-htl019_atjigl019-htl019_serinejdnase_j)sk-hl 

hg 1 879-ht 1 9 1 9_at_hg 1 8 79-htl 9 1 9 jras-like jroteinjc 1 0__ 

hg2190-ht2260_at_hg2190-ht2260_crystaUin,Jbeta_b3_ 
15 hg2379-ht3997jslatJig2379-ht3997_serineJiydroxymethylt^ 

hg2649-ht2745_s_atjig2649~ht2745_serine/to^ 

hg3033-ht3 1 94_r_at_hg3033-ht3 1 94_spliceosomal_protein_sap_62_ 

hg3327-ht35M_sjat_hg3327-h^ 

hg3945-ht4215_atJig3945-ht4215jphospho^^ 
20 hg4094-ht4364_s_at_hg4094-ht4364_transcription_factorjsf-id_ 

hg4433 -ht4703_at_hg4433 -ht4703_cyclin_d l_promoter 

hg5 1 l-ht5 1 l_at_hg5 1 l-ht5 1 l_ras JnhibitorJnf_ 

allJ03764_14604-15049,_human,jplasminogen_activator_iiihibitor- 

104953_2585-3065,xl l_protein_(xl lXjnrna^'^end 
25 109260 J78 1-1171 ,(chromosome_3p25)_membranejprotein_mma 

111 284_1 672-2 1 22 , Jaomosapiens_erk_activator_kinase_(mekl )_inrna 

11271 l_1468-2000,transketolase_(tk)_mnia,_complete_cds 

1 1 699 1_679~ 1 1 3 2,thymidylate Jdnase_(cdc8)_mma,_complete_cds_ 

125286_4549-508 1 3 alpha-l_1ype_xv_collagenjnma J jcompletejcds 
30 132976_2969-3533,protein„kinase_(mlk-3)mma,_complete_cds_ 

136529mma_1491-2043Xclone_n5^)^roteinjp84_mrna J _complete_cds 1 _ 

136983mrna_3012-3546,dynamin_(di^ 

137347_1 30 1 - 1835 ,integral_membrane jrotein_(m"amp2)_mrna, jpartial 
alljml 324 l_5990-6537,n-myc_gene,_exonsand_3_ 
35 all_ml5205_12942- 

134 11 ,thymidineJkinase^ene s _comple^^ 
ml6707mrna_6- 

357,histone_h4_gene,_complete_cds 5 _jcIone_fo 1 08 Jhistone_h4__gene,_completejcds,_clone_fo 1 
m20747_15 19-2034,rasulin-responsive ^lucose_tran8porter_(glut4)_ninia,_complete_cds_ 
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m21 121_958-1 129,t_ceU-specificjprotein_(rantes)_mma,_complete_cds 
m2 1 1 54mma_1234-1756,s-adenosylmethionin^^ 
m23668exon_743-1271 9 adrenodoxin_gene 
m24470mmaJ?ll-1355,glucose-6-phosphate_de^^ 
5 m25280_1753-2299jymph_nodejiommg^ 
m28249jl850-5306,veryJate_antigen-2^ 
2_subuiiit_mma,_complete_cds 
m29536_l 025- 1 36 1 ,t^slational_mitiation_^^ 
m34539JW5 1-1477 ,fk506-bindingjpr^^^ 
10 m3859I_120-600,ceUularJigand_o^aimexinJi__.(pl 1 )_mma,_complete_cds_ 
m549 1 5 22 08-223 6,h-pim- l_protein_(h-pim- 1 ^mraa^complete^cds 
m6GG91_l 1 18-1248,galactose-l-phosphatej^^ 
m60450_1932-2404 5 voltage-gatedjotassiu^^ 

m60527mrna_1877-23694eoxycytidine_Hnase_mrna 5 _complete_cds_ 
15 m63 180_2055-2505,threonyl-tma_synthetase_mrna,_complete_cds_ 

m69013_1053-1515,guanine_nucleotide-binding_regulatoryjrotein_(g-y- 
alpha)_mma,_complete_cds 

m69039_625-l 171 ,pre-mma_splicing_factor_s£2p32,_complete_sequence_ 
m86852_l(m-1557,peroxisome_assemb^ 
20 m87339_875-1361^epHcation_factor_37-ta^ 

m87434_2316-2862 J 71_kda_2 t _5'_oligoadenylate_synthetase_(p69__2- 

5a_synthetase)__mrna,_complete_cds_ 

s77356J3- 

4 1 ,_transcript__ch2 l=oligomycin_sensitivity_conferral _protein__oscp_homolog_[human,_rfl ,rf48_ 
25 s78 1 87_2548-3064,_cdc25hu2=cdc25+_homolog_[human,_mrna,_3 1 1 8_nt] 

u048 1 0_2050-2536,tastinjmrna,_,coniplete_cds_ 
. u05681exon#7_l 1 l-544 5 proto-oncogene_bcl3_gene 

ul0362_848-1352,gp36b^lycoproteinjtnma,_complete_cd^ 

ul4391_4095-4623 9 myosin4c_mrna 9 _complete_cds 
30 ul 5 13 l_3802-4252,pl26 _(st5)_mma,_complete_cds_ 

u20428_2450-2840,sncl9jmnmjsequence_ 

u24704J790-1264,antisecretory_^^ 

u29607_1974-2148^ethionine_aminope^^ 

u34683_l 261-1 735,glutathione_synthetase_mraa,__complete__cds_ 
35 u41 668_520-976,deoxyguanosinejdnase_mma 5 _complete_cds 

u52828_1418-1882,cri-du-chat_region__mrna,_clone__niba2 

u53347_2278-28 1 2,neutral_amino_acid_transporter_b_mrna J _coinplete__cds_ 

u56402_2969-347 1 chromatin jstructural _protem _homolog_(supt5h)_mrna,_complete_cds 

u58766_741-1299,&^rotein_ > mrna,__.complete_cds 
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u59752_524-938,sec7p-like^rotein_mrna,_partial_cds 
u599 1 9 JZ(H7-2575,smg_gds-associated^ 
u60325_37G0- 

4252 ? dnajolymerase_gamBia_mnia 5 _nuclear_gene_encoding 
5 u622 93mrna_25 76-3152 , Jimkl_^gene_(lim-kinase 1 )_extracted_fromlim- 
kiiiasel^and^alteniatively^splicedj 

u69 1 27_2758-3 1 06 5 fuse_bindingjprotein(fbp3)_mrna 5 _partial_cds_ 

u7 1 374_6 17-11 57,hspexl3p_roma,_complete_cds/gb=u7 1 374_/ntype=rna_ 

all_u73167jJ971- 

10 35099,Ji_lucal4.2a^ene_extracte^^ _gene_extracted_from ' 

u83463_1406-1862,scaffold^roteinjpbpl_nmia,_complete_cds 

u86070_629-1205,phosphomannomutase - _nirna 3 _complete_cds 

u87269__l 976-2468 5 p 1 20e4f_transcription_factor_mnia 5 _coinplete_cds. 

u9 1 985_1 014-1 320,dna_fragmentation_factor-45_mraa,_complete_cds 
15 u943 19_2044-2404,autoantigen_dfs70_mma,^artial_cds. 

all_x03794_570- 1 1 50,embryonic_mma_3 , _eiid_withjiomoeo_box_(clone _hhoclO)_ 

aU_x05299J2010-2572,mma_(~95%)Jfo^^ 

all_x06389_1582-2087,tmiia_for_synaptophysin_(p38) 

all x07695_l 1 75- 1 722 ? mma_for_cytokeratinc-terminal region 
20 all_xl 533 1_813-1 194,mma_for^hosphoribosylpyrophosphate_synthetase_subuiut_on 

x 1 5722cds_93 1-1411 :in_reversesequence 3 _l 5 69- 1 575 3 mma_for^glutathione_reductase_(ec_l .6.4.2) 

xl5822cdsJ^-222:in_reversesequence,_13-379 9 cox 

specific_cytochrome_c_oxidase_ 

xl7620mrna_257- 
25 677,nmia_for_imi23jroteiji,_^ 

x54637cds_3359-3539:injreversesequence J _3857-4133,tyk2_mma_for_non- 

receptorjprotein_tyrosine_kinase 

all_x59727_361 8-420 1 ,63 Jcdajprotein_kinase_related_to_rat_erk3_ 

x634 1 7cdsJL 70-524:in_reversesequence J _560,irlb_mrna_ 
30 all_x63522_l 800-1997,nima_daudi6jFor^ 

x63657mrna_1683-2 1 69,fvtl_mrna_ 

x63679cds_587-1073,mma_for_tramp_j>rotein 

all_x691 1 5_7 1 8-998 J znC7a_mma_for_2inc_fingerjprotein_ 

x7 1 129cds_213-705,mrna_for_electron_transfer_flavoprotein_b^ 
35 x74330cdsJ788-1154:injreversesequence,_^ 

x74801 cds_1282-1552:injreversesequra^ 

x74874mraa__5857- 

6262,_majolymerase_iMargest_subuni^^ 
x78992cds_1349-1373,erf-2_mrna_ 
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aU_x80910_3085-3566,ppplcbjmrna_ 
x8 1788_397-799,ds-ljmma_ 
x92720cds_1540-1888:in_reversesequence 9 __1978- 
208 6,ii3niajfor^hosphoenolpy^ 
5 x93510cdsj548-956:injreversesequence,_1021-^ 

x97544cdsJ291-453:injreversesequence s _508-724;^^ 
x98248mrna_3 140-3698,mmajfcr_sortilin 
x98534exon#10_287-798,vasp_ J gene,_exonsto_13_ 
x99947_2580~2922:mjreversesequenc^ 
10 y00636cds_586-688:in_reverseseq^ 
985,mma_for_lymphocyteJto 

alljy 1 1 68 1_529- l(MO,mma_for_mitochondrial^ribosomal_protein_s 1 2/gb=y 1 1 68 l_/ntype=nia_ 
z23064_146 1- 1 755^nrna_gene_for_hnrnp _g_j)rotein_ 
all_z48042_2679-3232,nuTia_encoding^i-aiichoredjroteinjpl37_ 
1 5 all_z702 1 9j4- 1 88 ,mma_for_5 W_fbr_unknown _proteinj(clone_icr^)507c0696) 
z84497cds_19 1 S^SOrin^jfuUsequence^l 83 83- 
1 8624,dna_sequence__ftom_cosmid_o 1 4_on_chromosomecontains_ 

Metagene 388 

20 

d38128exon_604-1126 5 ip_gene_for_prostacyclin receptor 

d4363 8_2961 -3393,mma_for_mtg8a^rotein,__complete_cds 

hg2 1 67-ht2237_at_hg2 1 67-ht2237 jprotein_kinase_ht3 1 ,_camp-dependent_ 

hg2715-ht281 1_at_hg2715-ht281 l_tyrosineJdnase__ 
25 hg3492~ht3686_at_hg3492-ht3686_uncouplingjrotein_ucp 

U13733183^609,protocadherin33jtn^ 

134409_624-990XcloneJfc>3b3el3)_chrom 

136645mrna^716-3034^eceptorjrotein-^^ 

ml6801mmaj5250-5724,mineralocoitic^^^ 
30 m60556mrna#l_503-839,__tgfb3 _gene_(txansfonning__growth_.factor- 

beta 3)_extracted fromtransforming_grow 

m74096_1694-2096Jong_chain_acyl-coa_dety^ 

m97676_1406- 1 646Xregion_7)_homeoboxjprotein_(hox7)„mraa J _cornplete_cds 
s73840_408- 
35 784,_typeJixjrnyosinJieavy_chain_^ 

s8 1 66 1_588-1 164,_keratinocyte^rowth_factor_[human, _mrna,_1200_nt] 
U02683J2758-33 1 8,alphajpalindromicj3inding _protein_mrna,_complete_cds 
u08096exon_3 1-48 1 ? peripheral_myelinjprotein-22_(prnp22)gene,_non- 
coding_exon__lb/gb=u08096_/ntype=dna 
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u37122_l 877-2387,adducm_ganm^ 

u44754_809- 1253,pse-binding u _factor_ptf gainma_subunit_mraa,_complete_cds 
u69546JL903-2299,maJbnidingjpro^^ 
u7925 l_1285-1747,clone__23 878_innia_sequence_ 
5 alLx04325_l 1 13-1558,liver_mnia_fo^^ 

all_x59350_2679-3220,mrna_forj3_cell_membrane jprotein_cd22_ 
x67697cds_l-145:in_reversesequence,_63-603 9 he2_mrna_ 

Metagene 378 

10 

d87011cds_1308-1590:inj&illsequ^ 
24222Xlamuda)_dna_for_immimoglobin_light_chain_ 
j04 1 5 6mrna_ 1 030- 1 5 1 0,interleukin(il-7)_mrna,_complete_cds_ 
s95936_l 806-2268, Jraiisferrin^^ 
15 u24 1 5 3_1 796- 1 994 5 p2 1 -activatedjprotein_kinase__(pak2)_gene 5 _complete_cds 

Metagene 359 

d86975_5570-5978^nma_for_kiaa0222_gene,_complete_cds 
20 1055 14cds_J20~l 16:in_reversesequence,_1789-1815:not_in _gbjrecord,histatin(his2)_gene_ 
all_x83857_1431-l 809,mrm_for^rostaglandin_ejreceptor_(ep3al)_ 

Metagene 261 

25 hg274-ht274_s_atjig274-ht274^amma-glutamyltransferase 
u49379_2051-2537,diacylglycerol_kinase_epsilon_dgk_mm 
u8 1 607_6007-6535,gravin_mrna,_complete_cds_ 
all_x8 1479_2655-3 1 1 8 9 mrna_for_emrl_honnonejreceptor 

x868 1 6mmaj4-193 9 estrogenj:eceptor_cdna,_5'_splice_variant/gb=x868 1 6_/ntype==raa 

30 

Metagene 234 

u50822mma_909-1375,neurogenicjielk^^ 
u68030J2365-2665 9 gjprotein-coupled^ 
35 all_u77827_1053-1630,orphan ^jrotein-coupled_receptor_(cepr)_gene,_coraplete_cds. 
all_x77366_4 1 60-4689>hbzl 7_mrna 

Metagene 227 
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ajOO 1047cds__485-79 1 :in_revereesequence,_959- 1 013 ,mma_for_matrilin-3/gb=aj00 1 047_/ntyp e=raa 
d25216_4968-5256 5 mma_for_kiaa0014 _gene,_complete_cds 
d29012_230~752,mrna_for^roteasome_subuiiit^,_complete_cds_ 

d29954_4458^920,mma_forjdaa0056^ 
5 d45906_3097-3613,mma_forjto^ 

d50810_3494-3992 5 mmaJFor^lace^ 
d50913_1494-2052,mrna_forjdaa0123 _gene,jpartial_cds_ 
d63160exon_6-306:inj-eversesequence^ 

d83703_2605-3 1 69,mma_for _peroxisome_assembly_factor-2 9 _coraplete_cds_ 
10 d90042_675-1215jiver_aiyl^ 

hg20364it2090_atJig2O36-ht2090_stLa^ 
ras_p2 l_and_smg_p2 1_ 

hg25664it4867_atJig2566-ht4867_microtubute^ 
hg2706-ht2802_at_hg2706-ht2802_serine/threoninejdnase_ 
15 hg3976-ht4246_atJig3976-ht4246jou-do 

hg870-ht870_at_hg870-ht870 _golgin 9- l 65 Jcdajpolypeptide_ 
hg909-ht909_at_hg909-ht909_mg8 1 
j02876mma_616-l 180,placental^ 

105147_266-8124ual_specificity^hosphatase_tyrosine/sem 
20 110405_1364- 

191 O,dnaj)indingjroteinjfcr_su^ 1 0405_/ntype=rn 

114754 3369-3813,ctaa-bindingjrotein_(smb^ 
11905 8 J2599-3 1 63 ,glutamate„receptor Jglur5)_mrna,__complete_cds_ 
126494_1598-2084,(oct-6)_mrna,_complete_cds_ 
25 129433exon_53-587,factor_x_(blood_coagulation_factor)_gene_ 
B6861exon#4_247-757,guanylate_cyclase^ctivatingjprotein^ 
4,_complete_cds__ 

allJ36922_938-l 125,met-ase _£ene,_exon_l 
140377mmaJ766-1276,cytoplasmicjan^^ 
30 147738_2286-2856,induciblejrotein_mrna > _complete_cds_ 
all_ml6652__714- 

760,pancreatic_elastase_iia_nmia,_complete^ 

m3 1 65 1 cds_900-l 146:in_reversesequence,_59 1 2-6098 5 human_sex_hormone- 
binding_globulin_(shbg)^ene,_com 
35 aIIjn34041_1414-2015,alpha-2-adrenerg^ 
m35878exon#4_l 993-2443 9 insulm-Kke^ 
3_gene,_complete_cds,_clonejoll006 
all_m58378J75-406:in_m58378cds#l_1893- 

1 930:in__m58378cds#2_J2002 9 _syal _gene_(synapsin_i)_extracted_fro 



717 



WO 2004/038376 



PCT/US2003/033946 



m64595mrna_216-648,small ^jproteinCgx^mraa^'end^ 
m76180_1461-1887,aromatic_amino_acid_^^^ 
m86757j2-372,psoriasin_mrna,_complete_cds 
m9 1 438cds_55- 181 :m_reversesequence, J3O0-54O^azaL 
5 ii)_gene,_complete_c 

m937 1 8_3536^034,nitric_oxide_synthase_mma,_complete_cds 
m94077exon#2 657-1125 5 loricrin_geiie _exonsand_2,_complete_cds 
m94547mma_55-565,_hummlc2at;_homo_sapiens;_;_593Jbase-pairs 
m957 1 2_2005-2407 s b-rafjn ma >_completejcds 
1 0 m98045_l 593-2097,folylpolyglu1^ate_syn^ 
all_s57887_739- 
980,_(tl)=elastm_transtocatio^ 
s67070_55- 

42 1 , Jieat_shockjprotein Jsp72 Jio^ 
15 s82198_323-827,jcaldecrin===senim_calcium- 
decreasmg_factor_[hiiman,j 

u06088exon_220-730 9 n-acetylgalactosamine_6-sulphatase_(galns)_gene_ 

u08191_4687-5220 5 r_kappajb_jmrna,_complete_cds 

u09850J3337-3769,zincJfogerjrotein^^ 
20 ul 3045J2 1 26-2690^uclear_respiratoiy_factor-2_sub^ 

aU_ul5177_2291-2724,cosmid - cri-jc2015_aLdl0s289_in - 10spl3 

u22526_2677-3157,2,3-oxidosqualene4anosterol_cyclase_mma,_complete_cds_ 

u35234_6175-6290 5 protein_tyrosinejp^^ 

u41763_4933-5485,muscle ;jspecific_clathrinjheavy_cham^ 
25 u424 1 2_977- 1 SSSjS^-amp-activated^rotein^kinase^amma- l_subunit_mnia,_complete_cds_ 

u48408 J752- 1 322,kidney_water_chaimel_(hkid)_mma 3 _complete__cds_ 

u49260_l 2 84- 1 76 1 ,mevalonate^yrophosphate_decarboxylase_(mpd)_mraa,_complete_cds_ 

u49395_l 361-1 907,ionotropic_atp_receptorj>2x5 a_mma,_complete_cds 

u52112mma#5_896- 

30 1340,xq28 _genornic_dna_in_the_region_of_the_l 1 cam_locus_containing_the_genes_for_neu 

u55258cdsj$452-3872:in_reversesequence,j4031^09^ 

cam) gene^ comp 

aUu57341__2- 

129 5 neurofilamenMripl^ 
35 u60666_l 923-24 1 5,testis jspecific_Jeucine jrichjrepeat :_protein_(tsIrp) , jcomplete_cds_ 

u65402cds__65 l-915:in_reversesequence,_1437-1647 ) seven_transmembrane_g- 

coupled_receptor_(gpr3 1 ) jgene, 

u68485_1356-1788:notjLn^bjrecord,b^ 

l__(bin 1 )_mraa 5 _complete_cds_ 
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u70064_6458-7030,lysosomaljraffick^ 

u72209j432-990,yyl-associated_factor(yaf2)_mma 5 _complete_cds_ 
u87964_l 5 1 5-2094 ,putative_g-protein_(gp- l)_mrna,_complete_cds 
x00090cds_6-356,histoneji3 _gene 
5 aU_x00695_6073-6372,interleukin«-2_(il-2) _gene_and_5'__~flanking_region_ 
x01715cds_1338- 

1 537:notjm_gb_record,genejfogmen^^ _gamma_subunit_prec 

x05360cds_353-785,cdc2^ene_involved_in_cell_cycle_control_ 

all_xl 3 8 1 0 1 940- 1 986,otf-2 jmmajbr _lymphoid-specific_transcription _factor_ 
10 x51952mma_355- 

5 17,_ucp_fi:omucp_gene_for_iincoupling jrotein_exonsand/gb==x5 1952__/ntype=dnaj r annot=exo 

all_x637 1 7_1 9 62-2473 J mrna_for_apo- l_cell_surface_antigen_ 

x66839cds_909-1335:injreversesequence,_1407-M^ 

x69950exon#l_1485-2039 9 dm_sequence_for_wilms , _tumor_gene 
15 aU_x70297_1563-2020,mnia_fo^ 

x77777_2210-2771,intestinal_vip_recepto^ 

all_x96969_1470-1759,iarna_for_urea_transporter_ 

x99656cds_798-1068:in_reversesequence,_1251- 

1 329,mma_forjprotem_contem 
20 reverse_yl0871_4016-4220,twist_gene 

z25884cds_2453-2897:in_reversesequence,_3062-3068 5 mrna_for_clc- 

l_muscle_chloride_channel_protein 

z48475cds_1531-1795:in_reversesequ^ 

all_z69720_14484- 

25 1 5067,dna__sequence_from_cosmid_ra3 6_from a contig_from_the_tip o^the_short_arm_of_ 
aU_z70220JH-266 > mma_for_5'u^^ 
reverse_z95624_34190- 

34542,dna_sequence_from_cosmidja237hl_contains_ras_like _gtpase_and_ests. 

30 Metagene217 

d!7793_633-l 1 6 1 ? mrna_for_kiaaO 1 19_gene,_complete_cds_ 
hg64-ht64_at_hg64-ht64_nf-kappaJ)-bindingjrotein_kbp-l 
k03474exon#5_562~829:in_reversesequence,_28 1 7- 
35 29 1 9 3 mullerian_inhibiting_substance^ene,_complete_cds 

100022cds_l 249- 1 679 :in_reversesequence,_l 750- 1 8 1 6,ig_active_epsilon l_5 f _ut,_v-d- 
j_region_subgroup_vh 

m3 1 774_1 85 8-2392,thyrotropin_receptor_(tsh)_nmia,_complete__cds_ 
u5 803 3 j24-366 5 myotubularm_rd^^ 
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x06290cds_13307-13442:m_reversesequ^^ 

x87843cds_690-894:injreversesequence, J[ 045- 1 20 1 ,mraa_for_cyclin_h_assembly_factor_ 
x99350mma_l 863-2424, Jifh4jcds^^ 

5 Metagene 66 

d49824_945-l 1 10,hla-b_nuU_allele_rama,hla-b_null_aUele_mma_ 
hg862-ht862_s_at_hg862-ht862_transitionjprotein_ 
j04040mraa_563- 1 01 6,glucagon_mma, j;omplete_cds 
10 ml5881_1752-2310,uromodulin_(tamm-horsfall _glycoprotein)_mma,__complete_cds 
u77970_2339-2855 ) neuronal_pas2_(npas2)_mma,_complete_cds 
x673 1 8cds_85 1- 1229:injreversesequence,_1260,mma_forjprocarboxypeptidase_al_ 

Metagene 60 

15 

u3 1 382_69-62 1 ,gjrotein^amma-4_siibunit_mrna,_complete_cds_ 
x07820cdsj^52-1378:in_reversesequence,_1430-^ 
xl4329cds_1050-1350:in_reversesequence,_1569- 
1 64 1 5 mrna_for_carboxypeptidase_n_small_subunit (ec_3 .4. 
20 z47043cds_540- 

1080,partial_cdna_sequeace ? _clone_x529,_unknown_open_readin 

Metagene 48 

25 d26561cds#2_153-435:in_reversesequence,_371 1- 

3717,_orf_for_lljrotein_gene_extracted_frompapillomavi 

hg3703-ht3915_s_at_hg3703»bG915_udp- 

glucuronosyltransferasefamily,jolypeptide_l,_altsplice_l 

all J37868_352 1 ^088,pou-domain_transcription_factor_(n-oct-3),_complete_cds 
30 x748 1 9cds_509-809:in_reversesequence,__9 13-10 1 5,mma_for_cardiac_txoponin_t 

Metagene 21 

afO 1 2270_8 15-1 325 s peropsin_(rrh)_mraa,_complete_cds/gb=af012270„/ntype=rna 
35 14041 lmrna_43-5 1 l 3 thyroid_receptor_interactor_(trip8)_mrna,_3'_end_of_cds_ 
allx64877_494-529,mrna_for_seramjrotein,r^ 

Metagene 17 
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d5093 l_2527-297 1 ,mrnajbr_kiaa0 14 1 _gene,_complete_cds 

m970 1 6_123 1- 1 803 osteogenic _protein-2_(op-2)_mrna,__complete_cds. 

s58544_l 884-2382,_75_kda_infertiUty- 

related sperrajproteinjhuman^^testis, nirna _partial,_2427_nt]_ 
5 s81737_l 159~1681,_alphasyatrophin_[human,_inm 

u06233_2545-3055 9 pou_domainj3rote^^ 

u0768 1 J2075-2585 9 nad(h)- 

specificjteocitratejiehydrogena^^ 

u68385_1259-1643 9 meisl-relatedjpro^ 
10 u69108J2155-2632,tafjreceptor_^ 

aU_x79066_390-973, Jisapiensjsrf- l_mrna_5'_end 

x9 1 65 3exon_5- 125 5 dnajbr_exon_encoding_for_n- 

acetylglucosaminyltransferase_v__(340Jbp)/gb=x9 1 653__/nty 

y00083cds_902-1201:in_iwersesequence,_14^^^^ 
15 celljsuppressorjac 

Metagene478 

k02402exon#8_1383-1875^oagulation_factor_ix^ene,_complete_cds 
20 141 1 62_1 879-2419 9 collagen_alphatype_ix__(col9a3) jnma,_coinptete_cds_ 
all_m21388_2-95,unproductively_rear^ 
3ala.,unp 

all_m29610jM6^76;glycophorn^^ 

u79286_934- 1 294,arginine_methyltransferase_mrna,_complete_cds , 

25 

Metagene313 

ac002{M5mma#l - 643-838,_a-589hlJ_fromchromosomebac_clone_cit987-s 
5 89hl_~complete_genomic_sequenc 
30 aj000099_1243-1750,tnrna_forjysosom 

d83260_604-l 150 5 hxc-26_mma,_complete_cds 

jQ4823mrna_6 1-391 5 cytochrome_c_oxidase_subunit_viii_(cox8)_mma,_complete_cds_ 
11 1066__2272-2770 J mma_sequence_ 

11 393 9_3297-379 1 J beta_adaptinjprotein_mrna,_cornplete_cds_ 
35 125878_1092-1657 s p33/hehj^oxidejiydro^ 
m34668_3044-3590 9 protein_tyrosinejhosph^^ 
m64929_1572-2100 9 proteinjphosphatase_^^ 
m74491_3066-3552,adp-ribosylation_factonnnia,_complete_cds 
m88279_l 591-2131 ,immunophilin_(fkbp52)_mma,_complete_cds 
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m94046_1788-2346 s zinc_fcger_protein_(maz)_mrna 

s82470_1398-1836,J)bl^aHgiiant_cell_expression-eiihanced _gene/tumor_progression- 
enhanced_gene_[human 

u04241_979-1264,homolog_of_drosophila_^^ 
5 ul3991__335-713,tata- 

bmdmgj?rotem_associatedJfac^ 

ul 8937_1 840-2344 9 histidyl-tma_synthetase Jxomolog^(ho3)jtnma J _complete__cds_ 
u32986__3609-4126pceroderma_pigmentosum _group_e_uv- 
damaged_dnaj5inding_factor_nirna,_complete_cds 
10 u37146_5411- 

5927,sUencing_mediator_ofjret^^ 

u4 1 635_2207-265 1 5 os-9_precurosor_mraa,_complete_cds 

u60644_l 537-1 9574m-k4_mma,_coniplete_cds 

u65579_l 3 8-648,mitochondrial_nadh_dehydrogenase-ubiquinone_fe- 
15 sjprotein_8,_23_kda_subunitjprecursor_ 

u67171_229-697 5 selenoprotein_w_(selw)_mraa,_complete_cds/gb==u67 1 7 Wntype=ma 

u78735_5872-6424,abc3_mma,_complete_cds. 

u79287_813-1305,cloneJ23867jmrna_sequence 

u82 1 08_987- 1 464,sip- l_mma,_complete_cds_ 
20 u83246_l 364- 1 904,copineji_mma,_complete_cds_ 

u95040__23 66-2876,transcriptional_corepressor_hkap l/tiflb_mnia,_complete_cds 

all_x04 1 06_907- 1478,mma_for_calcium_dependent^rotease_(small_subunit) 

x57346cds_308-674:in_reversesequence s _l 118-1 154,niraajbrjis i_protein 

x70649_223 1 -2663,cl. 1 042_mrna_of_dead_box_protein_family_ 
25 all_x72964_606- 1 027,mma_for_caltractin 

all_x73358_355-8 1 5 Jhaes- l_mrna_ 

x92896exon#2-3_39-222:in_reversesequence^^^ 

x9880 1 cds_3489-3729:injreversesequence,_377 1 -40 17,mrna_for__dynactin_ 
x99728exon_13-247 1 ndufV'3jgene,_exon/gb^99728_/ntype=dna_/aimot=exon 
30 y07604cds_29 1-483 :in_reversesequence,_572-776,mma_fc^^ 
zl4244cds_3 1- 1 69:in_reversesequence,_43- 
409,coxviib_nmia_for_cytochrome_c_oxidase_subuiut_yiib 
z56281cdsJ772-1222:in_reversesequence,^ 
all_z69881_3952-4535 9 inma_for_adenosine_triphosphatase,_calcium 

35 

Metagene 207 



hg2 1 60-ht2230_at_hg2 1 60-ht223 0^1utamate_decarboxylase 
u68723_2 1 26-2576,checkpoint_suppressormraa 5 _complete_cds 
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x76059cdsj^08-1424:in_reversesequence^ 
Metagene 206 

5 m90354cds_29-301 :in_reversesequence,_l 165-1 ^y^tfi^roteinjiomologue^ene^complete^cds 
u57452_43-103,snfl-likejproteinj^^ 
u62432_1759- 

1881 ^cotinic_acetylcholine_receptor_alpha3_^^ 
x87852cdsj5374-5560:m_revere^^ 
10 alLz29678_1247-1740,mitfmrna_ 

Metagene 62 

u07 1 32_1 415-1961 ,steroid_horraone_receptorjcier-i_mma,_complete_cds_ 
15 x99374cds__l 846-2 174:in_reversesequence,_22 1 1-23 1 8,mrna_for__fertilin_beta 

Metagene 387 

ab002409_293-791 9 mma_for_slc,_complete_cds/gb=ab002409_/ntype=TOa 
20 af009368 901-1 345, lurnan_mrna, _complete_cds/gb-af009368_/ntype=ma_ 
dll327_2099-2638,mma_for^rotein-t^^ 
dl 6827cdsJ767-1064:in_reversesequence,_l 124- 
1 132,gene_for_fifth_somatostatin_receptor_sub^rpe_ 

dl 746 1 exon# 1 -3_1 3-1 02:not_in_gb_record,gulo jgene_for J-gulono-gamma- 
25 lactone_oxidase,_exon_9,10_and/g 

d2 1 089_29 57-35 1 5 ^raa_for_xp-c_repair complementingjprotein_(p 1 25),_complete__cds_ 

d3 1 891_3786-4275,mrna__for_kiaa0067_gene,_complete_cds 

d32002J2454-300 1 jmma^for^nuclear^cap^indingjprote^complete^cds 

d42053_3755-4277 5 mma_forjciaa0091jgene,__ < complete_cds 
30 d503 1 2_1 206- 1 668 ,rarna_for_ukatp- 1 ,_compiete_cds 

d63485J27 10-3 1 96 ) mrna_for_kiaa0 1 5 l_gene,_complete_cds 

d85 939 J746- 1 037,mrna_for_p97 Jhomologous_protein,_complete_cds 

d87012cds_1986-2226:in_fullsequence,_34522-34687,(Iambda)_dna_for_ 

d87432_5731-6253^^a_forjciaa0245_gene,_complete_cds 
35 d90279_5 1 54-5590,mrna_for_collagen_alpha_l (v)_chain,_complete_cds 

hg2442-ht2538_at_hg2442- 

ht2538_tropomyosin,_alpha,_muscle,^ 

hg2686-ht2782_atJig2686-ht2782_ryanodine_receptor_ 
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hg2992-ht5186_at_hg2992-.ht5186„beta- 

hexosaminidase,_alphajpolypeptide,_abnormal_spHce_mutation 

hg3175-ht3352_atJig3175-ht3352jDa^^ 

hg3254-ht343 I_atjig3254-ht343 l_phosphatidylinositol_3-kinase_pl 10,j5etajsoform 
5 j00220_cds4_atJ00220J00220,not_in „gb_record,ig_gerailine_h-chain _g-e-a_region_a:__gamma- 
3_5'_flank,i 

j02854_53 1 - 1 089,20-kda_myosm Jigh^^^ 

j03 8 1 0_2627-3 1 1 3 9 liver_slucose_transporter-like _protein_(glut2),_complete_cds 

alljk03430j*14-853 5 complementjclqjb-chain_gene_ 
10 10475 1_1 994-25 10 9 cytochromejp-450jla_(cyp4a)_mnia,_complete_cds 

110378_1130-1640,(clone_ctg-b43a)_mma_sequence 

110955cds#l_184-560:in_jeversesequence,_394- 

467 > _carbonic_anhydrase_iv_^ene_extracted_fromcarboiiic_a 

111369J756-1296,protocadhermJl2_m^ 
15 allJ11672J552- 

3579 JoiippeLrelated_zinc_finger_protein_(htfl O)_mma,_complete_cds,krappel_related_ * 

1 1 3329exon_434-938,iduronate-2-sulfatase__(ids)__gene_ 

114565exon#9_5-359,peripherin_(pxph)^ene_exons_l-9,_complete_cds 

1 1 5409_1 227- 1 7 1 9/clone^7)_vonJiippel-lindau^^ 
20 1208 1 5203 1 -2445 ,s_protein_mrna,_complete__cds 

129376_6 16- 1 1 2 6,(cloneJ3 .8-1 )_mhc_i_mrna_fragment_ 

133930_1504-2054,cd24_signal_transducer_mma,_complete_cds_an 

142324cds_530-944,(clone_gpcr_w) _jg_protein- 

linked_receptor^ene_(gpcr)^ene,_5 , _end_of_cds/gb= : 142324 
25 142450mma_1022-1448 > pymvate_dehydrogena^ 

147125mma_1504-2055Xchromosome_x)^l^ 

14821 lcds_3 l-151:in_reversesequence,_1691-1775,angiotensin_ii__receptor ^gene,_complete_cds 

149173cds^3-116 3 ocp2^ene,jpartial_c^ 

ml4539_3238-3730 5 factor_xiii_subunit_a_mrim 3 _3 , _end 
30 ml 9507mrna#4_2620-3 1 84,myeloperoxidase_mrna,_complete_cds 

m20778_401-974,Jiomo_sapien,_alpha-3_(vi)_collagen 

iii20786exon_630-1146,alpha-2-plasmin_inhibitor_gene_ 

all_m2 1494_1 52-645:in_m2 1494cds_888-967 9 muscle_creatine_kina 

all_m22919_3226-3665 ? jmlc_gene_(non- 
35 muscle_myosmJKghtjcham)jextra^ 

m37755exon_15-.256:in__reversesequence,_280-453:not_in ^b^record.pregnancy-specifiOeta-l- 

glycoprotei 

m58583_ 989-1487,precerebellin_and_cerebeUin_inma,_complete_cds 
m64347_333 6-3720,novel _growth_factorj*eceptor_mraa,_3 , _cds_ 
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m74297_1161-1551^omeobox_1.4jrotein_mma,_complete_cds_ 

m 7 5 1 06_1 138-161 8,prepro-plasma_carboxypeptidase__b_mrna,_complete__cds_ 

m77810J2324-2585,transcription^ 

m82827mnm_2078-2228,&sionjrotein_mma,__complete_cds. 
5 m91467_1375-l 861,serotonin_receptorJ5tt 
m95929_1015-1399,homeoboxj3ix>te^^ 
s76638_2553-3003,_p50-nf- 

kappaJb_homolog_[human,^eripheral_blood_t_cells,_mma,_3 1 13_ntL 

s82240J274-802,jrhoe=26Jcdajgtp^ - 
10 u03090_457-955 3 ca2+-dependent^bospbolipase_a2_mma,_complete_cds 

all_u04325_3 581 -3780,_psg 1 1 _gene_(pregnancy-specific_beta- 1 -glycoproteino 

a_domain)__extracted_frompr 

u07969J2956-3259,intestinaljpeptM^ 

u08438exon#15_1106-1571,beta-adren^^ 
15 ul7034j!182-4584,soluble^la2_receptor_mma,_complete_cds 

ul8550exon_1402-1954,gpr3^jprotem-ro^ 

u2296 1J2627-3 1 94^rmria_clone_wi1b_similarity_to __l-glycerol-3- 

phosphaternadoxidoreductase^and^albumin 

u24685cds_123-336:in__reversesequence 3 _420-447,anti- 
20 b_ceU_autoantibodyJgmJhteavyjchain_variable_v-d- 

u40152J254l~3103,origin_recogniti^^ 

u55766_535-1081,revjtoteracting^ 

u64805_1 668-221 8,brcal-deltal lb_(brcal)_mraa,^^ 

u6501 l_1625-2039,preferentiaUy_expres^ 
25 u69961_1565-1997 ) solurehin_(rgs)_mma,_complete_cds 

u701363546-4957,megakaryocytejsti^^ 
u7 1 598jM4-792,zinc_finger^rote^^ 
u88726_55-433,symplekin_nmia,jartial_^^ 

u909 1 9 Jl 637-2 1 29,0101168 _23667_and_23775 jzinc_finger _protein_mma,_complete_cds_ 
30 all_x05276_1466-203 1 s mma_for_fibroblast_tropomyosin_tm30__(pl)_ 
all_x05309_4846-5240 ? mma_for_c3b/c4b_receptor_(crl)_f„allot^ 
xl4046cdsjn9-809:in_reversesequen^ 

all_x 1 43 62_1 9 6 1 -23 70 5 cr 1 _mrna_for_c3b/c4b_receptor_secreted_fonn_ 
xl4675cds_31-163,bcr-abl_mma_5 , _fogme^^^ 
35 x55448exon#22__13 J-683,_jg6pd_gene_(glucose-6- 

phosphate_dehydrogenase)_extracted_fi:omg6pd_gene_for_glu 
x6 1 373mrna#l_344 1-3 693 :not_in_gb_record,microtubule- ' 
associated jrotein_tau_(tau) _gene,_altematively 
all_x62078_1997-2400,mma_for_gm2_activator_protein 
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x68264mrna_3300- 

35 52,_jnuc 1 8^ene_(melanoma_associated_glycoprotem^^ &2 
x77567cdsJ553-1215:injrevereesequence s _^ 
alLx77753_2390-2787,trop-2 __gene_ 
5 alLx83492_418-500,mma_for_fas/apo-l_(clone jcrtml 1- 

fedelta(4,7))/gb^83492Jntro 

x85740mrna_l 1 12-1 604 ,mrna_for_c-c_chemokine_receptor-4_ 
x8721 lcds_486-1041,mma_for_anion_exchangejroteiii/gb^8721 l_/ntype=rna 
all_x90846_293S-3407,mma_for_mixedJm^ 
10 x97303mrna_ll-93,mmajfor^ 

x98260cds_1280-1706,mmajfcr_m-ph^ 
y08134cdsJ.026-1362:in_reversesequence,J^ 
all_y08223__247 1 -2952,mfli- l_gene 

zl 15 18imiia_1546-2066,mnia_forjiistidyl-tma_syathetase_ 
15 z26256exon__64-364,isoformgene_forl- 

type_calcium_chamel,_exon/gb=z26256_/ntype=dna_/annot=exon 

Metagene 482 

20 1075 1 5 J253-790,heterochromatinj^^ 

13605 1 exon#6_678-l 086,thrombopoietin_gene,_complete_cds 

u048 1 1_1 93 1 -2375 ,trophiiiin_mma, jcomplete_cds 

u09646exon_358-874,canutme^a^ 

u 1 1 70 1_1 3 1 6- 1 8 62,lim4iomeobox_domain^rote^ 
25 u23946_1986-2496 5 putative_tumor_suppressor_(lucal5)_mrna,_complete_cds_ 

u42359mina_1197- 

1 2 1 7,n33 jrotein Jbnn(n33)jge^^^ 

u49973cds#2_37- 

367^arfl;jmer37;juta^^ 
30 u79263_995~1535 5 clone_23760_mrna,j)artiaLcds 

u86529_584-1130,glutathionej*^ 

all_x52943_2 1 63-2728,tiuiia_for_atf-ajhmiscription_factor_ 
x98266cds#2_1028-1340:in_reversesequence 9 __2103-2223,Jigase- 
likejrotein^ene_extracted_frommma_for 
35 z83 802 1 33-511 ,mma_for_axonemal_dyneinJ^ 

Metagene 358 

hg2841-ht2970 - at_hg2841-ht2970_albumin,_altsplice_5 
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ul 2259cds - 492-808:in_reversesequence,__16275- 16368,pairedj3oxJhomeoticjprotein_(pax3)_gene 
all_jy0770 l_3290-365 1 ,mma_for_aminopeptidase_ 

Metagene 305 

5 

dl7357exonJ2S-295,activin_beta- 
a_gene,jregulatoryjsequence_of_5 , jups^^ 
d28 124_1 346- 1 886,mma_for_unknown_product > _complete_.cds 
d86425jl224-4776,osteoblast_mmaJ^ 
10 112350mraa_5247-5721,lhrombospondin(thbs2)ja^ 
113923_9109-9601 3brillin_inma,_complete_cds_ 
ml2125mrna_67 1- 1013 fibroblast jcnuscle-typejropo 
m83186_103- 

3 1 6,cytochrome_c joxidase_subunit_viia_(cox7a)_muscl^^^ 
15 m92934mma_1492-2026,connective_tissue^owth_^^ 

u09278J2285-2735,fibroblast_activationjprotein_mma,_complete_c^ 

ul 97 1 8_479-947,microfibril-associate^^ 

u3052 1_1 62 1 - 1 95 1 5 p3 1 l__hum_-3. l_mrna,_complete_cds 

u89942_2867-3383,lysyl_oxidase-relatedjrotein_(ws9-14)_mma,_complete_cds_ 
20 x024 1 9mrna_l 754-22 1 0 ? upa _gene_ 

x57579exon_545-840:in_reversesequence,_1392-1555^^ 
aU_x63759_1241'1752,htap2_gene_for_trai3sition^rotein_2_ 

Metagene 197 

25 

abOOOlMlSlS^OSjinmaJfor^osteomodulin^complete^cds^ 
ab000905_1045-1253,dna_for_h4_histone,_complete_cds 
af005043_3474-3990,poly(adp- 
ribose)_giycohydrolase_(h^ 
30 d42 1 08j4054-44 1 4^nrna_for_phospholipase_complete_cds 
d50927_3955-441 l,mma_forjdaa0137 jgene,_complete_cds 
allji87023_19383-19642,Jl_genejextrart^^ 

hg323 1 -ht3408_atjig323 l-ht3408 jproteasejreceptor- 1 ,_effector_cell 
I40384mrnaj22-487,thyroid_recepto^^ 
35 m60052_2004-2280Jhistidine-richjcalcm^ 
m60315_2334-2838,transforming^ 
u09368_l 908-2298 9 zinc_fingerjprotein_znfl40 
u3662 lexon_l 7-536,y-clnx)mosome_majrecognitionjmo 
u474 1 4_J 449- 1 959,cyclin g2jmrna,_complete 1 cds 
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u64 1 98_3 57 1 -3955,il- 1 2_receptor_beta2_mrna ? _complete_cds_ 
y09443_1545-1935^nma_for_alkyl-dihydroxyacetonepho 
all_zl7240_956-l 014,for_imna_encoding_hmg2b_ 

5 Metagene 386 

ab000584_6 1 8- 1032,mmajfor^ 

ab002366_51 12-561 6,mrna_forjciaa0368 _gene,_partial_cds/gb-ab002366_/ntype-rna 

ab0048 84_249 1 -2995 3 mrna_for_pku-alpha ) _partial_cds/gb=ab0048 84_/ntype=rna 
10 dl0995cds_828-1128:in_reversesequence,_1245- 

1401,gene_for_seJX)tonin_lb_receptor^completejcds_ 

d28588_2747-3263^^ajforjdaa0048^ene 5 „complete_c^ 

d63813JL154-1676,mmaJFor_rodjhotorece^ 

hg2730-ht2828j3jrtjig2730-ht2828j^ 
15 j05428_l 624-1 800,3^catechol_estrogenjudp-gl^ 

127080cds_538-946:in_reversesequence,_l 1 59- 

1 207 9 melanocortinreceptor_(mc5r) _gene,_complete_cds_ 

m34192mma_1406-1826,isovaleiyl-coa_dehy^ 

m37075_at_m37075_m37075,not_injgb_record,embryonic/atri 

20 emb/a_isoform)_g 

m58285_3356-3788^embrane-associated^roteinJhem-l)_mnia J _com 

m93143_461-499 J plasminogen4ikejprotein_(plgl)_mma,_com 

m93415_1865-2303,activin_typejijre^ 

m97496_25-409,guanylin_mma,_completecds_ 
25 u03858_806-1040,flt3_ligand_mnia 9 _coniplete_cds_ 

u09579JL537-2041,melanomajiifferen^^ 

u 1 0690exon#3__934- 1 499,mage-5b_antigen_(mage5b)_gene,_complete_cds 
ul 1863_1914-1974,clone_hp- 

dao2jdiamine_oxidase,jcopper/topa_quinone_containing_m 
30 ul5197J74~363^isto-blood_group_abo^ 

ul 7838 _740 1 -7899 5 zinc_fingerjproteinriz_mrna,__complete_cds 

u5 5 853_1 9 17-2433 ,1 30 Jcd_golgi-localized_phosphoprotein_(gpp 1 30)_mrna,_complete_cds 
all_x83127_1494-1624.^nma_forjvo^ 

x95654cds_2682-2862:in_reversesequence,_3022-3202,mnia_for_scpljprotein_ 
35 all_x98253_1221-1334 ? znfl83 _gene/gb=x98253Jntype=rna 

Metagene 294 

a28102cds_986-1442:in_reversesequen^ 
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ml7446mma„648-1186,kaposi_sarco 
m98528utr#l_5434101,neuron-specific^^ 
u208 1 6mma#l_258-795,nuclear_factor_kappa-b2_(nf- 
kb2)_gene,_j)artial__cds/gb=ai208 1 6__/ntype=dna_/annot= 
5 aU_u31799_S28-683:inju31799cds_1746-1777 9 melaiw 
all_x87870j£045-2289,tnmajfcr^^^ 

Metagene 238 

10 ml 5856mma#l_2984-3488,lipoproteinJipase_mrna,_complete_cds_ 
m23575_1395-1933,pregnancy-specificj3eta-l^ 
m60503cdsj2942-3212:m_revei^ 
s81294_4- 

160,jdccF^etedJn^ 
15 aU_s85963_4324-4544,_hks-l^t„insulin_receptor_substrate~ 

lJhomologJhuman,cell_linefocus,_genom 

Metagene 200 

20 m24351exonJ248-404,jpthm^eBeJpara 

likejprotein_a)_extracted_fromparathyroid_horiiioii 
m31210_2258-2708,endothelial_diffi^ 

m55024_2~33 1 ,celWurface_glycoptoteinjp3 ,58_mma, jpartial_cds/gb=m55024 Jntype==rna 
m58459J295-829 s ribosomal^rotein_(ip^^ 
25 m60626mnm_1283-1577,n-fonny^^ 

m60724_1847-2321 9 p70jribosomal_s6Jdnase_al^^ 

s72024cdsJU-437 JL _eif- 

5a=eukaiyoticjututiati^^^ 

ul3695cds_2418-2754:in__reversesequence,_j2858- 
30 2954 > homolog_of_yeast_mutl_(hpms 1) _gene,_complete_cds 

u3 8 896__1 4 1 1 - 1 92 1 ,zinc Jinger jprotein_c2h2- 1 7 l_mma,_complete_cds_ 
x59434mma__63 1-1 129,rohu_mrna_for_rhodanese 
all_x7 1 661 J2263-2768,ergic-53 jtnrna_ 
all_x96586_2898-3343,mrna_for_fanjprotein 

35 

Metagene 364 

13 1573_1 849-2347,sulfite_oxidase_mrna,_complete_cds 

mll973__cdsl_at_mll973__inll973,not_in jgb_record,ganiraa-b^crysmUin^eneJgamma_l-2)_ 
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m29474mma_5986-6490,recomb^^ 
u08471_492-780,folate_receptormma,_complete_cds 
u57352J2094-2646,sodium_chaimel(hbnacl)jrimia,_complete_c^ 
u76388 JL 630- 1 842,steroidogeiuc_factonniiia,_complete_cds_ 
5 a lLz22536_1732-2333,alk^_mnia,_complete - cds_ 

Metagene 343 

d252 1 7_2864-34104nrna_for_kiaa0027_gene,_partial_cds_ 
1 0 d4537 lmma_4040-4464,apml_mrna_for_gs3 1 09_(novel_adipose_specific_collagen- 
likeJfactor),_complete_cd 
d85815cdsJ282-564:inj-eversesequen^^ 
hgl205-htl205_at_hgl205-htl205_colte^ 

hg4 1 57-ht4427_at_hg4 1 57-ht4427_glycinamide__ribonucleotide_synthetase_ 
15 hg732-ht732_atJig732-ht732_serum_amyloid_al 

j03600_2058-23644ipoxygenase_mrna,_complete_cds_ 

kO 1 9 1 1 mrna_85-48 1 ,neuropeptide_jr_(npy)_iiirna,_complete_cds 

105148_1890-2388,protein_tyrosinejdnase_relatedjmm 

105779_1535-2069,cytosolic_epoxide_hydrolase_mma,_complete_cds 
20 110123_3572-4100,surfactant^rote^^ 

119297_602-1034,nuclear-encoded_mitochon^ 

129277_2204-2762,dna-bindingjprotein_(aprQ_mrna,_complete_cds 

138707mma__2405-295 1 ^iacylglyceroljkinasej^^ 

14 1 668__887~ 1433,udp-galactoseepimerase__(gale) _gene,_complete_cds 
25 1485 1 6_473- 1013 ,paraoxonase(pon3)_mrna,_3 f _end_of_cds 

m 1 3 829_603- 1 029 ,putative_raf_related jprote 

ml4565mma_1262-1712,cholesterol_side-^^ 

m20777_434-956,_homo__sapiens ? _alpha-2_(vi)_collagen_ 

m29696_l 063- 1 597Merleukiu-7 jrecepto^^ 
30 m37271 cds_361-672:in_reversesequence,_2722-2909,cd7_antigen _gene,„exons_4-jan_ 

m54951mma_438-852,atrial_natriuretic_factor _gene 

all_m59829_2774-3 1 17,mhc_iii_hsp70-hom_gene_(hla),_complete_cds 

m60298_21 17-2615,eiythrocyte^^ 

m685 19mrna_l 542-19 1 6 s pulmonaiy_surfactaat-associatedjprotein_sp- 
35 a_(sftpl )_gene,_complete_cds 

m69 1 97mma# 1J 11-11 84,_hpr_fromhaptoglobin_and_haptoglobin- 
related_protein_(hp_and_hpr)_genes,_compl 
m7409 1_925- 1 453 ,cyclin_mnia 
m80629_1678-2170 ) cdc2-relatedjrotein^^ 
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m89957_675- 

1095 5 immunoglobulin_superfamUy_mem 
m93405_888-1374,methylmalonat^^^ 

m93650_l 1 19-1599,pakedJbox_gene_(jpax6)Jiomologue,_complete_cds 
5 m99701_627-l 137,(pp21)_mma,_complete_cds_ 
s69265JWO2-1943,_neiH0n-speo^^ 
containing^rotein^Cbuman^hippocamp 
s75989_1492-1948,_gamma- 

aminobutyric_acidJranspo l_nt] 
10 s76475J2 144-2659, JxkcJ>uman^^ 

u07358J2794-33 10,protemjcina^ 

u 09877_3381-3849,helicase4ikej^^^ 

ul 099 l_6267-6789,g2 jrotein_jnrna,_j)artial__cds 

ul 603 1 J245 1 -2943,transcriptionJfactorJ^^ 
15 u26398_2628-3 1 68 inositol j?olyi*ospha^^ 

u26403_991-1495,receptorjyrosine^^ 

u30930_1877-2423,udp-galactose_ceramidejgalactosyl_transfera 
u4343 1_3 1 66-37 1 2,dnajopoisomerase_iii_mma,__complete_cds 
u52840_7503-7755,cri-du-chat_region_iimia,_clone__csal_ 

20 u64998cds_61- 

361,nT)onucleaseJe6^recursor^^^ 

u82535_1485-2019,fotty_acid_amidejiyto^^ 

all_v00565_2218- 

2422,geneJforj*repn>i^^ 
25 x04445mma_521-1075,uiha _gene_exon(andJoiaed_cds)_ 

x06985mma_9434393 j mrna_forjiemejoxygenase 

x0773 2mma#2_99 1 - 1 543,hepatoma_mma_for_serine jprotease_hepsin_ 

all_x52773_l 343- 1 8 66,mma_for_retinoic_acid_receptor-like jrotein 

x60188mma_136Q-1741,erkljtrra^ 
30 x60957cds_3066-3378:in_reversesequence,_3432- 

3678,tiejaima_forjputative^^ 

x86779cds_1174-1606:inj:evereesequenc^ 

x9996 1 cds_55-409 5 mma_for_novel_proteinygb=x99961_/ntype=rna_ 
z26317cds_2904-3324:in_reversesequence 5 _3443-3491,mma_for_desmoglein_2__ 

35 

Metagene 174 

d89289 J^43 l-1947,mma Jbr_n-acetyl-be 
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105 1 88cds_2-194:in_reversesequence,_281-342,smalljproline- 

rich_protein(spir2b)_gene 3 __cQmplete_cds__ 

m74509J7730-8246,endogenoiis_retroviras_t^ 

s70004_2347-2779 > _glycogen_synthase_[^^ 1 2_nt]_ 

5 u654 1 6mma_1983-23 1 6,mhc_i_inolecule_(micb)_gene ? _complete_cds_ 
u79285_892-1402,clone_23828_mma_sequence 

Metagene 171 

10 hgl 1 1 1-htl 1 1 l_atjigl 111-htlll l_ras-likejprotein„tc2 1_ 
k02 1 00mma__983-l 42 1 jomithine^tnmscarb^^ 
u08O15nmia_2388-270Q,i]£-ate^^ 

u094 1 3 Jl 957-23 89,zinc_fingerjrotein_znfl35_mrna,_complete_cds_ 
u70862_l 029- 1 248 ,nuclear_factor^i_b3_mrna ?m complete M cds 
15 all_x01059_941- 

151 2^>lacenta jrnma_for_lutein^ 
all_x66436_1427-19804isrljt3ima_(partial)_ 

x8O507cds_l 020-13 14:ia_reversesequence,_l 624-1 828,yap65_mraa_ 
all_x99 141_1 411-1715 ,mraa_for_hair_keratin,_bhb3_ 

20 

Metagene 51 

dl3988_897-1353,rab_gdi_mma,_compiete_cds^ 
d3 1 763_5458-5968 5 mraa_for_kiaa0065_gene,_partial_cds_ 
25 hg 1 747-htl 764_s_at_hg 1 747-htl 764 jroto-oncogene_met,_altsplice_fonn_2 
hg4074-ht4344_athg4074-ht4344 - rad2 
j056l4mrna_4- ■ 

4 1 jproliferating^cell^nuclear jantigen_(pcna)_gene, jpromoter_region/gb :: =j05614_/ntype= = dna 

1239S9_971-1415,e2f-relatedjranscri^^^ 
30 140386mrna__657-l 122,dp-2_mma,_complete_cds 

140403inma_1725-2277 > (clone_zap3)_mrna,_3'_end_.of_cds_ 

m28209_l 58-680 3 gtp-binding jrotein_(rab l)_mma,_complete_c<^ 

m37 1 04_1 3 -42 1 ,mitochondrial_atpase_couplin^^ 

m37583iiHiia_368-824,histone_(li2a.z)_inrna,_coinplete_cds 
35 m58525_603-933,catechol-o-methyltramfe^ 

m81 1 18exon#2__669-l 149,alcohol_dehydrogenase_chijpolypeptide_(adh5)_gene 

m83738J3328-3883,protein-tyrosine^hosph^^ 

m86737J£236-27764iigh_mobilityjgro^ 

m92439_4255-4633^eucine-richjrotein_^ 



732 



WO 2004/038376 



PCT/US2003/033946 



m94630_83 2- 1 027,hnmp-c Jike jprotein_mma,_complete _cds_ 
s83364_19-325,jputative_rab5-intera 
57}_[human,_hela_cells,_mnm_partial,_366 
s85655_435-969,jrohibitin_[human,_mrna,J043_nt]_ 
5 u25 1 82_350-860,antioxidant_en2yme_aoe37~2_mma,_com 
u4 1 387_2693*3263,gujrotein_mrna ? _j}artial_cds 
u56833_940-1468,vMJbindingjrotein-l_(vbp-l)jcoma,jpa^ 
u57627j*598-5078/etdj>rain_oculocerebro^ 
u654 1 0_9 6 1 - 1 45 9,mad2_(hsmad2)_nrrna,_complete_cds_ 
10 u83843_725-1145,hiv-l_nefjmtera^ 

all_x92396_1999-2480 5 mma_for_novel^ene_in_xq28_region 
x94754cdsJ2213-2645:in_reversesequence,j2712^ 
trna synthetase_homologue 
all__x99585_193-608,mrna_for_.smt3bjprotein 

15 

Metagene 19 

hg721-ht4827_sjat_hg721-ht4827j?1acentolj^ 
119593mrna_2261-2747:inj-eversesequence,_2765- 
20 277 1 ,interleukinreceptor _beta_(il8rb)_mrna,_complete_c 

s34389_li66-d586,_heme _oxygenase-2Jbiiman,Jddney,_nuTia,_1627__ntL 
ul9523_2299-2851 > g^_cyclohydrolaseJ_mnia,_compiete_cds_ 
allx05232_l 530-177 1 ? mma_forstromelysin 

xl2662mma_936-1398,arginase ^ene_exonand_flaiiking_regions_(ec_3.5.3.1)_(and joined_cds)_ 
25 all_x57809_309- 

474,rean^iigedJiiimunoglobulin_lam^^ 

x72308_4 1 9-842,mq3-3_mma_for_monocyte_cheraotec1icjrotein-3_ 
y00081cds_293-588:in_reversesequence 9 _5486-5706,(bsf- 
2/il6)_gene_for_b_cell_stimulatory_factor~2 
30 yll306mma_1993-2395,Jitcf-4^en^^ 

Metagene 370 

120971_3698-3992,phosphodiesterase_mma,_complete_cds 
35 U03272 9619-1008 1 ,fibrillin-2 jtnrna,_complete_cds_ 
u07802exon#2_2748-3228,tislld_gene,_complete_cds_ 
all_x78565_6971-7512,mrna__for_tenascin-c,_7560bp_ 

Metagene 312 
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d3 1 716_4264-483 1 ,mrna_for_gcJbox Jjindigjprotein^complete^cds 
114430_atJ14430jl4430,not_iii_gb > jrecord,udp- 
glucose ^yrophosphorylase_mma,_complete_cds_and_flanki 
5 u26591_1640- 

2108,clone_islO_diabetes_meUitusJype 

u33837_13803-14343 9 glycoprotemjrec^tor 

u33880mnuiJ89- 

240,betaintegrin _isofonn_d_(itgb 1) jgene, partial jcds/gb^3 8 80_/ntype=dna_/anao1?=exon 
10 u62434_1665- 

1787,nicotinic_acetylcholinejrecepto^ 
aU_x56199JL025-1614^ist,_codingjsequence_^^ 
x60382mma_2717-3149,coll0al^(^e_for_^^ 
z48520exon#5_l-98:in_reversesequence,_154-^ 

15 

Metagene 114 

hg3928-ht4198_s_at_hg3928-ht4198_surfacantjrotein_sp-al_delta_ 

105597cds_729-1071:in_reversesequence,_1307-1499 J serotonin_receptor _gene,_complete__cds 
20 u761 89_49-3 5 5 , extl3_mrna,_j)artial_cds/gb=u7 6 1 89_/ntype=ma_ 

Metagene 110 A 

dl3705_l 1 5 1 -1722,tnma_forjfatty_acids_ome^^ 
25 450hkv),complete_cds 

dl 6 1 05_2703-2979 ,mma_for_leukocyte_tyrosine_kinase, complete_cds 

d83017_2365-2810^nma_for_nel-relatedjprotein,_complete_^ 

hg2255-ht2344jf^atJig22554it2344j3hospto 

hg2797-ht2906_s_atjig2797-ht2906_clathra,jigbtj 
30 k03 192_566~964 5 cytochrome_p-450_mrna,_partial 

ml3058exon#3_l-372,acidicjroline-^^^ 

ml3149_1540-2008 5 histidine-rich_glycoprotein_mrna,_complete_cds 
all_m29335_62-94,mhc_ii_do-alphajnma,jartial_cds,mh 

all_m32879_690-l 129,steroid_l 1 -beta-hydroxylase_(cyp 1 lbl)_^gene,steroid_l 1-beta- 
35 hydroxylase_(cypllbl) 

m33772mrna_69-63 1 ,fast jskeletal_muscle_troponin_c _gene_ 
m55513mmaJ2274-2767 3 potassium_chaimel_(n^ 
m62303J726-872,retinoic_acidjreceptor^^ 
m64269cdsJ389-718:in_reversesequence,J785 
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m74587mma_953-1425,insulin- 
lifce ^owthjfactorjbmdmgj^ 
m83652_932-1457,complement_component^^ 
s77576_3- 

5 60,_eiv9_reverae_transcriptase_homolog_{clone_rtl 8} _[huinan ? _inultiple_sclerosis,_braiii_plaqu 
u05012_2204-2720,receptor_tyrosinejdna^^ 

ul 1 862_1 844-2402,clone_hp-dao l^diamine^oxidase^copper/topa^quinone- 

containing^nmia,_complete_cds 

u!2140j^33-3673 9 tyrosinejkinase_re^^ 
1 0 u23850_8 1 77-8697,inositoM ,4,5_trisphosphate_receptor_typemrna, jpartial_cds 

u2448 8 25 1 9-3042,tenascin-x_(xa)_mrna ? _complete_cds 

u2577 1_1 383- 182 1 ,adp-ribosylation_factor_inma,_complete_cds 

u52373_l 8 10-2355,serine/threoninejdnase^^ 

u57623exon#l-4_51- 
15 240:injreveisesequence>_6798,fatty_acidJ^ 

u80034_1785- 

2283^itochondrial_intennediatejpepti^ 

u8 1 599_751-1273Jhomeodomainjprotein_hoxbl3j0Gma,_coinplete_cds 
u86214_1736-2000,i^-associated_deatk_dom 
20 converting_enzymemma,_complete_ 

u88898_561-757,endogenousjretroviralJi_protease/integrase- 

derived_orfl_mraa,_complete_cds,__andjputat 

all_x07618_880-1388 9 mma_fc^ 

all_x07730_1535'1680 J mrna_forjprostate_specific_antigen 
25 all_x 1 425 3_1 4 1 0-2003 9 mrna_for_cripto_protein_ 

all_x66867_1864-2066:in_x66867cds#2_310,jnaax^^ 

x94628mrna_952-15 10,mecp-2_gene__ 

x99688_3790-4270 9 mrna_from_tyl_ j gene 

aU^08613_599-n64 J altemative_3 , _^^ 
30 z35227cds_385-547:in_reversesequence,_l 1 62- 13 1 8,ttf_mrna_for_sraall_gjprotein 

Metagene 98 

ab002559_l 302- 1 746 ? mrna_for_hunc 1 8b2,_complete_cds_ 
35 affi06087_237-777,arp2/3jprotein__complex_subunit_j>20- 
arc_(arc20)_mrna,_complete_cds/gb=afD06087_/ntyp 

dl 05 1 1 cds_860- 1256:in_reversesequence,_l 65-243 ,gene_fbr_mitochondrial_acetoacetyl- 
coa thiolase 

d26308_241-691,innia_for_nadph-flavin_reductase 9 _complete_cds_ 
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62659S_l 87-571 ,mnia_for jproteasome_subunit_hscl 0-ii,_complete_cds 
d31764_1478-1982,mma_for_kiaa0064_gene,__complete_cds 
d3 8 04 7_3 27-825 ,mma_for_2 6s_pro teasome_subunit_j>3 1 ,_complete_cds_ 
d3875 1_1 539- 1 868 :not_in^b_record,mnia_for_kid_(kinesin- 
5 like_dna_bktding_protein),_complete_cds_ 

d43947_6379~6901 3 mma_forjdaa0100^ene 5 _compiete_cds 
d50645_502"1006,mma_for_sdf2,_complete_cds 
d85433_109«439,murrl_mma,_sequence/gb=d85433_/ntype=TOa_ 
hg3638-hl3849js_atJag3638-ht3849_amyloi^^^ 
10 j04444cds_596-944:inj:eversesequence,_3590-3740 5 cytochrome_c-l _gene 5 _complete_cds_ 
120320cds_605- 

953:injreversesequen<»,_1218 9 pix>te^ 

137042nmia_960-1314 9 caseinjdnase_i_alpha_isofonn_(csnkl^ 
140410mma_296-803,thyroid_rec^ 
15 141559nrnia_61^75,pterin-4a-carbinoto 

ml5661mma_3-338,ribosomal^rotein_mraa,_complete_cds 

ml9483cds_l 1 27- 1559;injreverseseqiience,_2 162-2204,^^ _gene 
m29971J282-750,6-o-methy]guanine-dnajm^ 
m55 1 53 J2794-3232,transglutaminase_ft^^ 
20 u34343_l 1 0-560, 1 3kd_differentiation-associated jroteinjnrna, jpartial_cds/gb==ii34343_/ntyp€^ma 
u43923_888-1410,ti^scriptionJFacto^^ 

u65093^66-838,msgl-related_gene(mrgl)_mma,_complete_cds_ 
u79262_878-10074eoxyhypusine_synthase_inma,_coxnpletejcds 
u797 1 8_532- 101 2,endonuclease_iii_homolog(octs3)_innia,_complete_cds 
25 all_x90857_2739-3184,mma_fo^ 

x94910JJ33-861:notJn^gb_TecoTd,mrna_for_erp31 ^protein 

y08766cds_l 803 - 1 893 :injreversesequence,_2 1 90-2239 5 mrna_for_splicing_factor 5 _sfl -bo_isofonn 
y 1 2478 J2 1 0-750,mma_for_ehd5jprotein_ 

30 Metagene 464 

dl 6593_29Q-8 1 2,bdr-2_tiuiia_for_hippocalcin,_coinplete_cds 
d88460_1233-1695,mrna_for_n-wasp,_complete_cds_ 
d890 1 6 1 618-211 6 ,nmia_for_neiiroblastoma,_complete_cds 
35 hg2280-ht2376__athg2280-ht2376_d-amino-acid_oxidase 
hg908-ht908_atjig908-ht908_mg6 1 jprotein 
100635_1029-1437,famesyl-protein_tr^ 
134355_827-96lXclone^)_50Jkd_dystrophm^ 
13 68 1 8_4098-4608 ,(clone_5 1 c-3)_5 1 c jprotein^mrna^complete^cds 
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144140exon#61-62_44- 

22 1 :not_in_gb_record,_dnl 1 l^eneextracted_fromchromosome_x_region_fromfilamin_ 
m38258_2000-2486 5 retinoic_acid_rec^ 
m77348mma_1757-1786 > pmelmrna,_complete_cds_ 
5 m92432_3098-3566 s retinal_guanylyl_^^ 

m96759mmaJ783-1299,rod_outer_segment_memb^ 

3,_complete_cds 

all_s58733_264~ 

357 ,jpp52=b lymphocyte signal transduction gene_ { group 3 , inverted repeat} [human, tu 
10 u07418 2004-2454,dna_mismatch repair (hmlhl)_mma,_compb 

u37529_556-1030,substancejp_beta-ppt-a_mrna,_complete_cds 

u43 177exon#l_62^M,wocorth\jgene,_complete_cds_ 

u49928_25 13-3035 ? takl_bindingjprotein(tab 1 )_mrna,_complete_cds 

u62966_2137-2635^a+7nucleoside_cotraiispoite^ 
15 u6 8 53 6 1 9 1 8-24 1 0 ,zinc_fmgerjroteiri_mrna,_complete_cds 

u7 1 087_1 092- 1 1 26 a map Jdnase Jdnase_mek5b_mrna,_complete_cds 

u92314_840-1415 s hydroxysteroid_sulfo 

all_x06256 J3 68 1 -4 1 80 i rnma_forJQbronectm_receptor_alpha_subiniit_ 
all_xl3589j2395-2936,nimaJfor_a^ 
20 all_x5487 1_1 059- 1 6 1 2 5 mrna_for_ras-relatedjprotein_rab5b 
all_x8668 1_1 848-2257 ) nima_for_nucleolar_j3rotein ? _hnp36_ 
all_x94453J2396-2907 5 nima_forjp^ 

Metagene 360 

25 

d28137_395-743,xnma_forJbst-2,_coinplete_cds 

j041 64J366-804,inteiferon~hiduciblejpro 

122342_672-8 1 O^iuclear ^hosphoprotein_mrna,_complete_cds_ 

ml3755mmaJ33-591,mterferon-induce^ 
30 m3 1 724mrna_2694-3 1 68,phosphotyrosyl-proteinjphosphatase_(ptp- lb) _mma,_complete_cds 

m62505_1952-2240,c5a_anaphylatoxin_receptor_mrna,_complete cds_ 

u 1 225 5_?05- 1 39 1 ,igg__fc jreceptor Jhfcrn jmrna,__complete_cds_ 

u50648mrna_22 1 1-275 1 ,interferon~induciblejrna^ 

u72882_448-1009,interferon-inducedjeu^ 
35 u95006 1 14-654 ,d9_splice_variant_a_mrna,__complete_cds 

x00371nrnia_495-1011,myoglobm_gene_(exon_l)_(andjoined_cds) 

all_x02 874__1 063 - 1 298 ,mma_for_(2 , -5 ')_oligo_a_synthetase_e_( 1 ,6 Jkb jrna) 

aUjx02875_158-628 ) mma_(3'_~fragmem^ 
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all_x5735 l_294-891,l-8d^me_from 
8d__gene_fix>m_interferon-inducib 

x79882cds_2116-2656:injreversesequence,_2773 5 lipjoouiia_ 
x85116_rnal_s_at_x85116_x85116,not_in _gbjrecord,epb72 _gene_exon_l_ 

5 

Metagene 335 

kO2882cds_660-1098,_ighd _gene_(immunoglobulin_delta- 
chain)_extmcted_fromgermline_igd_chain_geiie, c- 
10 m61 199^1227- 1689,cleavage_signalprotein_mrna,_complete_cds 

Metagene 328 

d25274J727-l 177,randomly_sequenced_mma 
15 d49396_948-1446,mmaJfor_apol(mer5(ao^ 

10473 l_13654-14152,translocation_t(4:l l)_of_all-l _gene_to_chromosome_4 

12508 1_595-1 0 1 5 3 gtpase_(rhoc)_mrna,_complete_cds_ 

m22538_286"778,nuclear-encoded_mitochondrial_nadh- 

ubiquinone_reductase_24kd_subirait_mrna,_complete_c 
20 m3 1 95 lexon#2_67 1-1 061 :injeversesequence,_61 69 J perforin_(prfl) _gene,_complete_cds_ 

m63 1 38mrna_l 545-2007 ,cathepsin_d__(catd)__gene_ 

s65738_1061-1373,^ictin_depolym^^ 

u09848J2904-3474,:zincJingerjroteinj;znfB^ 

u43901mnia#l_429- 
25 557^7JkdJiaminin_receptorjrecursor^^ 

u83908cds_941-1295:in_reversesequence,_1589-1649,nuclear_antigenji7 

u90878_693- 1 179,lim_domainjprotein_clp-36_inma J _complete_cds. 

u90902_939-1407,clone_23612_mma_sequence 

u94855_696-1176,tianslationJnitiati^^ 
30 all_xl6416_4998-5497,c-abl_mrna_encoding_pl50jprotein 

all_x51466__2702-3057,mrna_for_elongation_factor_2 

x702 1 8J77 1- 1 203 , Jisapiens_mrna___for jprotein ^phosphatase^ 

all_x74929_l 365- 1706,krt8_mrna_for__keratin_8_ 

all_x76228_677-1242,mrna_for_vacuolar_h+_atpase_e_subunit 
35 x78 136cds_688-1060:inj"eversesequence,Jl 130-1 244,hnrnp~e2_mrna 

x82207cds_876-1098:inj:eversesequence,_l 166-1412,^ 

y08999cds_5 83-1045 :injreversesequence,_l 132 ) mrna_for_sop2p-like_protein_ 

alijzl4000J>58-1463,ringl__gene_ 

all_z49835_1354- 1 805,mma_forjprotein_disulfide_isomerase 



738 



WO 2004/038376 



PCT/US2003/033946 



Metagene 213 

hg432 l-ht459 l_at _>g4321-ht459 l_ahnak-related_sequence 
5 j04449_2290-2776Xclone_nfM0)_cytoclmm 
j05459mraa_695-1187,glutathione_tr^ 

1 1 7325J73-45 1 ,pre-t/nkjceU_associatedjprotein_( 1 dl2a2)jmma,_complete_cds_ 
132164_630-1 1 5 8 5 zinc_finger_protein_mrna,3 'end 
ml 67 14exon#8_627-747,mhc_i_divergent_lymphocyte_an 
10 att_m37457_334^71,na+,k+Jfoam^ 

iii_isofonn_gene,na+^+_#name?_catalytic_su 

all_m86808_2578-2977,pymvate_dehydrogena^ 

all_x58723_1862-2049ptndrl_(multi(^ 

x92368mrna_5695~6187,ncxl ^ene (exon l)/gb^92368_/iatype=dna_/aiMiol^nin3a_ 

15 

Metagene 92 

dl4826_834-l 1 63,mrnajfor_hcrem_(cyclic_amp-- 

responsive_element_modulator)_typeprotein,_complete__cds 
20 hg2591-ht2687_s_atjig2591-ht2687_trans^^^ 

u 1 3696cds_2 138-2563 :in_reversesequence,_2600- 

2669,homoIog_oO reast _ mu ^(^P ms 2)_^ene !> _complete_cds 

u60269c<M3J237-447:injreversesequence,_1593-1737^^ 

k(hml6)jproviral_clone_ 
25 x84740mma_2847-3309,mrna_for__dna_ligase_iii_ 

y 1 0275cds J563-633:injreversesequence,_880- 1060,mmaJfoM-3-phosphoserine_phosphatase_ 

Metagene 64 

30 hg2702^ht2798_r_at_hg2702-ht2798_serine/threonine_kinase_ 
s79781mrna__31- 

169,_wtl_{antiseBsej)romoter,_intron_l}_[human,Jki 
x54 1 62mma_33 62-3 8 1 8,mmaJfor_a_64Jcd_auto 
ocular _muscle_ 

35 x61 1 18mma_1457-1955,jttg-2a_gene_extracted_fi'omttg- 
2_iimia_for_a_cysteine_richjrotein_witli_lim_moti 
yl3896_4-179,skeletdj^uscle^ 

Metagene 45 
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d38163_3 1 17-3661 ^nma_for_al(xk)_coUagen_chain 3 _complete_cds_ 
all_x03066 J787- 1 268 9 mma_forJila-d_ii_antigen_do_beta_cliaiii 
xl4766mma_1363-171 l>mmaJfor^ 
5 x76104cds_41 13-4257:in_reversesequence 3 _4629^827,dap-kinase_mma_ 
z34974cds_1816-2144:injreverseseq^ 

Metagene 447 

10 afl006084_935-1277 s arp2/3^rotein_complex_subunit_p41- 
arc_(arc41)_mma,_complete_cds/gb==afD06084 Jnty 
d00017_851-1319 J lipocortin_ii_mma_ 

d26129_1145-1577 3 mma_for_ribonuclease^_(raase_a),_complete_cds_ 
d42(M3_2329«2863^nma_for_kiaa0084_gene,jpartial_cds_ 
IS d87292_572-1052,mni&^ 

d88152_2081-2639 s mrnajfor_acetyl-coenz>^ 
j04456_3 1 -469, humankd lectin_mrna,_complete_cds 

1 1 3720_1 860-2436,growtii-aniest-specific^rotein_(gas)_mrna,_complete_cds 

12508(M2 12-1 692,g^binding^rotein_(rhoa)_inrna,_complete_cds_ 
20 133075_6978-7530,ras_gtpase-activating4ikejro^ 

140379mma_18 l-541,thyroid_receptor^ 

141147inma_1383-1959,54it6_serotonm^^ 

ml3450_636-1020,esterase_d_mrna,_3 , _end 

allm 1433 8_2740-328 1 5 mrna_for_protein_s_and_intron_ 
25 aU_ml4949 J 905-2423 ,r-ras_gene 

m23294mrna#l_1219-1651 9 beta-hexosami^ 

m26576exon 43-289:not in gb record, co!4al_gene (alpha- 

^typ^ivjcollagen^extracted^firomalpha-l^col 

m27492_4336-4864,interleukinreceptor^^ 
30 m287 1 3exonj536-1052,nadh-cytochromO 

m33680_879-1431,26-kda_cell_siufacejprotein_tapa-l_nmia,_c 

ra36341_912»1458,adp-ribosylation_factor(aif4)_mma,_complete_c<^ 

m63256_1975-2497,major^ojparaneopl^ 

m64571mrna_4553-493 1 ,microtubule-associated jproteinmma,_complete_cds__ 
35 m76378mma_1294-1768,cyste]uie-richjproteui__(crp)_gene 

m82809_1465- 1 9 1 5 s annexin_iv (anx4) _mma,_complete_cds 

m83751_539-1013,arginine-richjprotein_(aip)jgene,_complete_cds_ 

u01691mma_1257-1743,annexin_v_(^ 

u02570_2792-3290,cdc42 _gtpase-activatingjprotein__mrna 3 __partiaLcds„ 
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U44378J2091- 

2655^omo2ygous_deletion_target_injpanc^ 
u46006_140-620,smooth_muscle_limjp^^ 
smlim)_inma J _complete_cds/gb=u46006_/ntype==nia_ 
5 u46499_at^46499_u46499 5 notJta_gb_ra^ 
_sequenc 

u93205_588-1020^uclear_cMoride_ion_chai^ 
x044l2cd\_2Q47-2305:injreversesequence,_2421^ 
all_x05610JL701-2098 J mma_forjype^ 
10 all_x07979_3223-3596,mma_for_fite^ 

all_x54304_391-878,mma_for_myosmjre 

y00433cds_233-58 1 :in_reversesequence,_905- 

1 1 09,mmajfor _glutathione_peroxidase_(ec_l . 1 1 . 1 .9.)_ 

15 Metagene 70 

u02687_2874-3312,growth_factor^ 

u7927 1_596-1 130,clones„23920_and_2392 l_mrna_sequence_ 
20 Metagene 191 

hg3415-h0598_at_hg3415-ht3598jpoUovirus_receptor_ 

j00124exon#8J^-227:not_Jn ^bjrecord,50Jcda_typeJL_epid^^ 

alM00205_358-503Jk6b_(epidermal_keratin,_type_ii)_gene_ 
25 135594mrna__3002~3178,autotaxin_mma,_complete_.cds 

14261 l_1374-1954,keratinisoform_k6e_(^ 

m 1 4676_1864-2332,src-like_Mnase_(slk)_mrna ? _coinplete_cds 

m95585mma_3253-3805,hepatic_leukemia_factor_(hlQ_mm 

u41518_1761-2253,channel-like_integra^^ 
30 2344,^artial_cds 

u77 1 80_55-5 1 1 ,macrophage_inflammatory ^roteinbeta^mip-Sbeta^mrnaj^complete^cds 

all_x06182j4474-5069 5 c-kitjroto-oncogene_mnia_ 

x61 123mma_1212-1608,btgl_mma_ 

35 Metagene 27 

ac002073cds#l_507-759:in_reversesequence,_23812- 

240 1 0,__wugsc:dj5 1 5nl .2_gene_extracted_frompac_clone_ 

hg3345-ht3522_atJig3345-hG522jpou_domain-conminingjprotein_ 
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B7036exon#2_29-92:mjreveisesequen^ 
78)_ J gene,_com 

ml5169mma#l_1704-1950:in_reversesequence,_3390-3408,beta-2- 
adrenergic_receptor_mma,_complete_cds 
5 m25756_1777-2287,secretogranin_ii_gene 9 _complete__cds_ 

m28983 Ji 823-2369,interleukinalpba_(il_l)_rama,_complete_cds 
m333 17mrna 1 1 58-1693 9 cytochrome_j>450ua4_(cyp2a4)^^ 
m62486exon_17-359:not_in^b_record,c^b-bindingjprotein_gene_ 
u66580cds_510-1026:in _reversesequence,_1075-1081,putative_ j g__protein- 
1 0 coupled_receptor_(gpr2 1 ) _gene,_c 

u79242_1043-1589,clone_23560_mma_sequence_ 
all_xG2404J227- 

750,mmajfogmentjfor_second_calciton^^ 
x55005mmaJ20O2-223O,c-erba-ljmma_f^^^ 
15 x77533cds_982-1390:injreversesequence^ 
aU_zll933_173(M942 9 mmajfor_^ 

Metagene 444 

20 afO 1 495 8_1 1 75- 1 6 1 9,chemokine_receptor_x_(ckrx) utnma,_complete_cds/gb=afO 1495 8_/ntype=rna 

dl 6688_876- 14484tg9/mllO_mnia,_c-tenninal 

d29956__3758-4328 ) mrna_for_kiaa0055 jgene,_complete_cds 

d3 1 888__4700-5 1 86,mmajbr_kiaa007 l_gene,_partial_cds„ 

d38037J292-826,inma_forJ^06-bindingj^ 
25 d63 1 35mma_3 1 -499,inraa_for_ets-like_30_kdajprotein/gb=d63 135_/ntype=rna 

d79987_6 1 09-6523 ,mrna_for_kiaaO 1 65 _gene,_complete_cds 

d86957_3869-4265,mma_forJdaa0202^ene,jartiaLcds_ 

d8 82 1 3_2085-248 1 9 mma_for_retina-specific_amine_oxidase,_coiriplete_cds 

bg2383-ht4824js_atjig2383-ht4824_cysta^ 
30 hg25930-ht26386_at_hg25930-ht26386_estradiol_17-beta_dehydrogenase 

hg284 I~ht2968_s_at_hg284 1 -ht2968_albumin,_altsplice_l 

hg2987~ht3 1 36_j»__at_hg2987-ht3 1 3 6_vasoactive_intestinal jpeptide_ 

hg3264-ht3441_at_hg3264-ht3441_af-6 

hg4027-ht4297JF_atJig40274it4297j3eta^ 
35 hg4390-ht4660_atj*g4390-ht4660jtibosomal^^ 

106133J7979-8435,putative_cu++-transporfo 

alM08904_1372-1667,h2kJbinding_factor(kbf2)_mma,_com 

1 1 2468_3246-3780 > aminopeptidase_a_mrna 4 _complete_cds 

114812_3349-3936 > retinoblastomajrelate^^ 
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120826_3074-3572^-plastin_mrna 9 _complete_cds 
122569_1685-2243,catiiepsinj5_mma,_3 , _utr_with _a_stem- 
loop_slmcture^roviding_mnia_stability_ 
13906GmmaJW37-1547,tramcription_f^^^ 
5 ml 1025mma_783-1263,asialoglycoprotein_receptor_h2_imna 3 _complete_cds 
ml7252mnia_934- 1 1 98,cytochrome_p450c2 l_mrna,_3'_end 
all_m24364_1059- 

1435^oihc_iijlymphocyte_aiitigen_dqb_injm 
m29581_1469-1853,zinc-:finger^^ 
10 m57464_3899^439,ret^roto-oncogenejmma,_complete_cds_ 
m63962mmaJ2985-3507>gastricJi 5 k-atpase_c^ 

m74525_2002-2536Jhlu-6b_(yeast_radhomologue)_mrna,_complete_cds 
m87860cds_25-331:in_revereesequm^ 

ra89955cds_635-1085:in_reversesequence,_1391-1439 9 5-htld- 
15 typejserotonin_recq)torjgeiie,jcomplete_cds 
s48983cds_36-282:in_reversesequence,_204- 
408,_saa4=serum_amyloid_a_|>im 

s59184_2487-2979,jryk=related_to_receptor_tyrosine_kinase_thum 

s61953_516-798 :u c- 
20 erbb3=receptor_tyrosineJtinas^ 

ul681 l_1491-2034,bak_mma,_complete_cds 

alljul 89 14_2694-3 1 99, 1 9.8_kda_protein_mrna,_complete_cds_ 

u28758_45-626,nmdajreceptorjmbtype_2b_su^ 

u40215_1479-2049,synapsin_iib_mrna,_complete_cds__ 
25 u40763_225 1 -2803,clk-associated_re_cyclophilin_cars-cyp_mma,_complete_cds_ 

u43286_l 633-2 1 55,seIenopbospbate_synthetese(sps2)_iiiiiia,_complete_cds 

u44848 J7- 1 87,nuclear jrespiratoryjfactor^ 

u48807_l 652-2 1 56,map_kinasejhosphatase_(mkp-2)_mnia,_complete_cds_ 
u49974cds_444- 
30 101 7,mariner2_transposable_elemem^^ 

u52518_399-825,gib2-related_adaptorjro^ 

u71092cds_954-1158:in_reversesequence,_161 1-1767 ,somatostatin_receptor- 
likejprotein_(slc 1 )_j*ene,_com 
u79257_952-1432 9 cloneJ23932_mma_sequence 
35 u88666_3 1 13-3653,serineJdnase_srpk2_mma,jcompletejcds 
all_u90552_3170- 
3242,butyrophilinJbt£5)_^ 
u909 1 2JL 074- 1 5 84,clone_J23 8 65_mrna_sequence_ 
u94332_76 1-1331 jOsteoprotegertQ^opg^mrna^complete^cds. 
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aU_x06268_l 159-1337,mmajfor^ 
terminalnon- 

all_xl3956_694-1163 > 12sjrnaJnducedJbyjo 
xl5954mma_729-1240^bpl_gene,_exon(andjoined_cds) 
5 x 1 6707cds_379-733 :in_reversesequence,__869-923,fra- l_mma 

xl7360mma^536-5034 j hox_5.1^ene_forjiox_5.1jrotein - x 
all_x63575j*903-4466,mmajforjlasma_^ 
all_x64838_5256-5833,mrna_for_restin_ 
x66171cds_341~623:in_reversesequence,^ 
10 alLx77383_1094-1599,mma_for_cathepsin-o 

x78031_l 1 13-1629,alpha-l,_3-fucosyltransferase_mrna 

all_x95289j48-625,mmajFGrJicgix^ 

yll651cdsJ750-960:inj«versesequence 9 _1250-^^ 

15 Metagene 369 

d86966_449 1-503 1 ,mrna_for_kiaa02 1 l_gene,_complete_cds 

d87074_6650-7184,mma_forjdaa0237jgene 5 jcomplete_cds 

hgl862-htl897_at_hgl862~htl897_caImodulin_type_i_ 
20 hg825-ht825_at_hg825-ht825_^anine_nucleotide-binding^rote 

I08424_l 1 24- 1 5 86 3 achaete_scute_homologous jprotein_(ashl )_mrna,_complete_cds_ 

123 1 16J3296-3644,galactocerebrosidasej;ga^ 

m34715mrna_1750-2206,pregnancy-specific^^ 

m57423_485-10 1 6 9 phosphoribosylpyrophosphate_syn^ 
25 m80359_2409-2835,protein^78_mrna,_complete_cds 

S69370J234- 

761,jpax3b=transcriptionJfactor_{alte^ 
u25750_3002-3380,chromosome_17q21_mrna_clone_l 046:1-1 
u35139 JL 1 1 l-1507,necdmjrelatedjprote^ 
30 u39447J3452-3980,placenta_copper_mon^ 
u42390_8359-8863,trio_mrna,_complete_cds 
u82130_l 1 51-145 1 ,tumor_susceptiblityjpro^ 
x53793cds_873- 

1227,ade2hljnmra_showingJiomologiesJ^ 
35 x54 1 50mraa_978- 1 530,mrna_for_fc jreceptor__ 

x63422cds_305-46 1 :injreversesequence,_688-9 1 6,mmajfor_delta- 
subunit_ofLmitochondrial__fl fO_atp-synth 
all_x63546_7261-7856 J mraa_for_tre_oncogene_(clone_210)_ 
alljz25535_4922-5463,mma_for_nucle^^ 
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Metagene 441 

d 1 6350_1 280- 1 826,sa_mma_for_sa_gene jproduct,_complete_cds_ 
5 d38073JZ590-3022,mmaJfor_h^ 
d63481jB50-4890,mmaJforJk^ 

142373mrna__265 1 -307 1 ,proteinjphosphatase 2a b56~alpha_mrna J _complete_cds 
m29277_2335- 

290 1 ,isolate_juso jnaucl S^lycoprotein^mma^^varianQ^complete^cdSjisolate juso_muc 1 8_ 
10 m34458mma_1900-2463,lamin_b_mma,_complete_cds_ 

u33286_2642-3092,chromosome_segregation gene homolo^ 

u37426_4269-48 1 5 Jrinesin-likejspindlejprotein Jiksp_(hksp)_mma,_complete_cds_ 
u53204_14286-14721,plectin_(plecl)_nixna,_complete_cds 
u56816_1376-18384dnase_mytljmytl)j^^ 
15 u73843_ ISSe-lSeO^epithelial-specificJti^^cription^factorjese- 
aH_x74331_1801-2288 9 mmaJfor_dnajpim^ 
all_x99459_l 5 1 6- 1799,mma_for_sigma_3b jprotein_ 
yG0486mrna_252- 

786,_adenine^hosphoribosyltramferase_(aprt^^ 
20 all_z22555 J204 1-25 1 6,encoding_cla- l_mrna_ 

z37986cds_409-631:injrevereesequence 9 _826-1000 5 nm 

Metagene 407 

25 d28539_4017-4549,mma_for_met 

d83 1 95cds__448-802:in_reversesequence,_3957- 

3963 5 dnasel^ene_for_deoxyribonuclease_i;,_complete_cds_ 

m2 1 665mnia_l 53 5- 1 621 3 beta-myosin_hea\y_chain_mrna,_3' end 

m32315J5202-3604,tumor_necrosis_factor^ 
30 z70295exon#2-3_7-252:not_in_gb_record,gcap-ii_gene 

Metagene 390 

d88795_13~379,nnnajFor_cadheri 
35 d88797_49-379,mmaJ:or_cadhe^^^ 

hg273-ht273_s_at_hg273-ht273Jymphocyte__antigen_hla-g3__ 
hg3454-hl3647_atJig3454-ht3647_zinc_fibgerjprotein_ 
hg644-ht644_atjig644-ht644 Jbistone Jil . 1 

13525 lmrna_80 1 - 1 28 1 ,extracellular_matrix jprotein_(mfap3)_gene,_complete_cds 
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aUml 1437J562- 
2440,Jkng_gene_(kinmpge^ 

ij28727J7835-83 57 5 pregnancy-associated_plasma_protein- 
ajpreproform (pappa) rnrna,_complete_cds_ 
5 u43279_3409-3955;tmcleoporin_nupj*6_in^ 
x05615cds_7824-8238:mj:eveTsesequence s _^ 
x5 1 823cds_5-34,mma_for_b- 

subunit_oj^coagulation_factor_xm_(^^ 1 823 _/ntype=rna 

x82279exon_54-169,fas,__apo- 
10 1 ^ene_(promoter_and_exon_i)/gb==x82279_/ntype=dna_/annot=exon_ 

Metagene 254 

d281 18_1807-2263,mrna_for_dbl,__complete_cds 
15 d45370rnrna_J3- 

337,apm2jiimaJfor_gs2374_(uiiknown^ro^ 

hg2465~ht487 1 _atjhg2465-ht487 l_dna-binding_protein_ap-2 ) _altsplice_3_ 

m3 1 682mrna_2 1 30-2526,testicuIar_inhibin J?eta-b-subunitjiima,^3 , _jBnd 

m86933_220- 
20 68 1 ,atnelogenin_(amely)_mma,_comple^ 

u28249_?19-1405,l I kd jprotein_mraa,__complete_cds 

u6803 1_9 1-301 ,g_protein- 

coupled_receptor_(strl22)_mm^ 

x76732cds__975-122 1 :in_reversesequence,_1464- 
25 1518 :notjui_gb_record,nefa _protein jrnma,_complete_cds_(d 

Metagene 399 

d87328_5900-6404 > mrnajforhcs,_complete_cds 
30 j05096mma_5006-5456 9 na,k-atpase_suburi 

reverse J76568_3 1050- 

3 1 356,_s26_fromexcision_and_cross_li^ 

all_u67092_l 093- 1 868 :not_in_gb_record,ataxia- 

telangiectasia locus protein (atm) gene, exons la._lb,_ 
35 all_xl3227_1080-1567,mraa_for_d-amino_acid_oxidase_(ec_1.4.3.3) 

x59710cds_75-585:in_reversesequence 9 _714,mrna_for_caat- 

box_dna_bindingjprotein_subunit_b__(nf-yb) 

x64559cds_202-580:in_reversesequence 5 _679-823,mma_for_tetranectin 
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Metagene 275 

j04 1 68_1 8 67-2263 jleukosialii^mrna^complete cds 
1055 15_2 108-2594,camp_response_elem^ 
5 109 190mma_6480-6930 9 trichohyalin_(trhy)_gene,_complete_c 
ni26602_181^69 5 defensinproteinjinma 5 _complete_cds_ 
u79245__l 139-1541,clone_23586_mrna < _sequence_ 
u82668mma#2_1298- 
1820,_shox^ene_(shoxb)_extractedjor^^ 
10 zl 8954exon#l -4_J 26-240:in^reversesequence,_246-264,tmiia_for_s 1 00d_calciumJ>inding jrotein 

Metagene 268 

d63483J2777-3304,mma_forJdaa0149_ J gene,__complete_cds 
15 1045 10_2769-3285 > nucleotidejbindingjprotein_mnia > _complete_cds_ 
m25322mmaJ2577-3039,granule_membranejrotem^ 
s76978_29-224,_prostate- 
specific_membi^e_antigeii_{altematively_sp 
u33429 J248 1 -2994,k+_chaimeLbetasubunit_nmia,_complete_cds 

20 

Metagene 250 

d00760_277-78 1 ,mrna_forjproteasome_subunitJic3_ 

dl4710_1298-1808,mrha_for_atp_synth^ 
25 dl 5057_162-576,mmajfor_dad~ 1 ,_complete_cds 

d78 1 5 1 __232 1 -2825,mrna_for_26s jproteasome_subiinitjp97 ? _complete_cds_ 

d78275_959- 1511 ,mma_forjproteasome_subunitjp42, coinplete_cds 

hgl 1 12-htl 1 12_at_hgl 1 12-htl 1 1 2_ras-like_protein_tc4 

hg2855-ht2995_atjig2855-hl2995_te^^ 
30 hg32 1 4-ht3 39 l_atjig32 1 4-ht33 9 l_metallopanstimulin_ 

j02683mma_629- 1 066,adp/atp_carrier_protein_mrna ? _complete_cds_ 

j02902mraa_1694-2156,protein^hosphatase_2ajregulatory_subuni 

pr65)_inina,_comp 

j04 1 73_1 114-1 648,phosphoglycerate_mutase_(pgam^ 
35 j04973nuiia_1023-1485/;ytochromejb^^ 

103532 1898-2372,m4_protein_mrna,coinplete_cds_ 

107633_396-870Xclone_1950.2)_interferon-gamma_ief_ssp_5 1 1 l_mma,_complete_cds 

12 6247_1 3 1 -6 1 7,sui 1 iso ljnma, jcomplete_cds 

14 135 lmma 1269-1695,prostasin_mrna,_complete_cds_ 
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176159mma_471-957,frgl__mma,_complete_cds 
ml7733mma_13-505,thymosin_beta-4^ 
m38690_584-l 1 06,cd9_antigen_mma,_complete_cds_ 

m55265mrna_l 612-211 6,casein_kinase_ii_alpha_subunit_mma,_complete_cds_ 
5 m5773(hnma_975-1437,b61_mrna,_complete_cds_ 
m63488_1834-2344,rq>Ucation^rotein_a^ 
m9365 1_1973-25 1 9,set_ j gen , e,_complete_cds 
s80343_1609-2077 s _argrs=arginyl-tma_synthetase_[hiiman,_ataxi 
lymphobl 

1 0 u03 1 00_2985-350 1 9 dpha2(e)-catenin_ninia,_complete_cds 
u06155cds__43- 

49S 9 chromosomeJ^subtelomeri^ 
ul5008j25^33,siHTip_core^rotein^^ 
" ul8919_408-948,chromosoiiie_17ql^ 
15 u25849mma_1717-2137,red_cell- 
type_lowjmolecularjvreight_acM 

u30825_528- 1 0 1 4,splicing_factor_sip30c_mnia,_complete_cds 

u32944_162-540,cytoplasmic_dynein_light_^^ 

u38846_1294-1732,stimulator_ofMar_ma_^^ 
20 u39317JL6^84,e2jubiquitin_conju^^ 

u5 1 678_276-756,small_acidic jprotein_mma,_complete_cds_ 

u52427mma_239-773,majpolymerase_ii_^^ 

u60276__645-l 191 9 hasna-i_tnrna,_complete_cds_ 

u73514_376-892 5 short-chain_alcohol_dehy^ 
25 u73824J3202-3766 J p97jtnrna,_complete_cds 

u77396_atji77396_u77396 3 not_in _gb_record,tof- 

alpha_inducible_responsive_element_mma,_complete — cds 

x0035 lcds_855-1065:injreversesequence,_l 154-1376,mma_forJbeta-actin 

all_xl5183_2479-2894,mma_for_9^ 
30 all_x5333 1_3 l-590 ? mrna_for_matrix_gla_protein 

all_x57206_3916-4487 5 mma_for_ld-myo-m^ 

x57959cds_264-7 14 5 mrna_for jribosomal_protein_17 

x60036cds_683~1037:in_reversesequence,_1163- 

1 223 ,mniaJforjrnitochondrial jhosphate_carrierjprotein_ 
35 x63563cds_3 176-3500,mma_for_majpolymerase_ii_140_kda_subunit_ 

x75091cds_300-653:in_reversesequen^ 

all_x818 17_933-1240,bap3 l_mrna_ 

x832 1 8cds_2 1 5-539,mrna for_atp_synthase 

all_x96752_1367- 1 818 ? mma_forJ-3-hydroxyacyl-coa_dehydrogenase 
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yl2711_336-864^nrna_forjutative^rogesteronej3inding^rotem 
z35402mma_3912^02,gene_encoding_e-cadherin,_exonand Joined cds 
z50853cds_55 6-802:inreversesequence,_833-1001 ,mmaJ:or_clpp 

5 Metagene 67 

hg2 1 7 1 -ht224 l_at Jig2 1 7 1 -ht224 11 2-lipoxygenase_ 
m97347_1499-2060,beta- 1 s 6-n-acetylglucosaminyltransferase_mma 3 _com 
u46116nmia_5907-6477,receptor_tyrdsinejphosphatase_g 
10 aU_u83600_J202- 

527,death_domainj:eceptor(ddr3)jr^ 
all J&9571 5_1306- 190 1 Anma_for^^ 

Metagene 293 

15 

102320_1463- 1 997,radixin_mrna 3 __complete_cds 

m86868_l 1 89-1585,gamma_amino_butyric_acid_(gaba_rho2) _gene_mnia,_complete_cds 
Metagene 448 

20 

ab000449_l 09 1 - 1 607,mrna_for_vrk 1 ,_complete_cds_ 

dl4689_6077-6557^rna_for_kiaa0023__gene,_complete_cds 

x55668mma_550-940 } nirna_for_proteinase_3_ 

all_x759 1 7J 064- 1 602,mma_for_fetalj5eta-mhc _binding_factor 

25 

Metagene 127 

124470_1 905-2403 ,prostanoid_§)_receptor_ninia,_complete_cds 
all_m36089_2244-27974na-repakjprotein_(xrccl)_mma,_complete_cds_ 
30 m74 1 61J2469-299 1 ,inositol^olyphosphate_5-phospha1^e_(5ptase)_mraa,_3'_end 
s57235_1085- 

1 664,_cd68=l 10kdajransmembrane^lycoprotem_[h^ 
u4823 1 exon#2_l 478-20 1 5 ,bradykinin_b l_receptor_(bdkrb 1 )_gene,_first_ 
x51630mmaJ2403-2955:in_reversesequence,_2961- 
35 29 79 5 wilms_tumor_wt 1 _mrna_for_zinc_finger jprotein^kni 
x98261cds_121-352:in_revereesequence,j388-5 83 5 n^ 

Metagene 134 
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hg4 128-ht4398_atjig4 1 28-ht4398__anion_exchanger_3,_cardiac_isofonn 

j03934_l 835-2371 ,Jmman,joad(p)h:menadione_oxM^ 

100634J734- 1 246,famesyl-protem_transferase_^ 

1097 1 7mrna_l 316-1 778,lysosomal_membrane_glycoprotein- 
5 2_(lamp2)^ene 9 _5'_end_and__flaiiking_region 

1 1 04 1 3 1 331-15 89,f amesyltransferase_alpha-subiiiiit_mnia,_complete_cds 

120852_2574-3 1 50Jeukemia_virus_receptor(glvr2)_mnia > _complete_cds 

137199_977-13 13,(clone_cd24-l )_himtington_disease_can(Udate_region_mma_firagment 

142025nmia_1988-2504,cellular_co-^ 
10 m23 1 14iruna_3623-4085,calcium-atpase_(^ 

m55 1 50mma_978- 1422,fumaiylacetoacetate^hydrolasej^ 

m9 1 592_1971~2325,zinc-fingerjproteinJ^ 

s82447_42-397,__gcn5- 

like_l=gcn5Jhomolog/putativejre^ 
15 ul 0324J2934-3444^uclear Jactor_^ 

u24169_723-1197jtv-l_Gtv-l)_ - mrna,_complete_cds_ 

u24183J2457-303 1 3 phospho^ctoldnase_(pfkm)_mrna,_complete_cds_ 

u2909 1_960- 1 368,selenium-binding^rotein_(hsbp)_mma > _completecds/gb^2909 l_/ntype=ma 

u29463mrna_2 121-268 1 ,cytochrome__b561_gene 
20 u40462_3034-3574 5 ikaros/lyf~l_homolog_(hik-l)_mraa,_complete_cds_ 

u52 1 53_2069-25 1 3,inwardly_recti^dng jotassium_channel_kir3 ,2_mrna,_complete_cds_ 

u65676jn44-3648,hermansky-pudlak_syndrome^ 

u66669_785-1240:not_in_gb_record,3-hydroxyisobutyryl- 

coenzyme_a_hydrolase_mraa,_complete_cds 
25 u68063_1453- 1 9 1 5,transforaier-2 beta_(htra-2 _beta)_mrna,_complete_cds_ 

u74612_2915-3425^epatocyte_nuclear^ 

1 la)_mrna complete cds. 

u75370_3396- 

3732^itochondrialjiiajpolymeras^^ 
30 u76272mma_161-689,diadenosine_tripto^ 

u9 1 3 1 6J 9 1- 146 1 5acyl-coa_thioester_hydrolase_mrna 5 _cornplete_cds 

all_x06825_679- 1 154,mma_for_skeletalJbeta-tropomyosin_ 

xl 5 1 87cds__2089-2380:in_reversesequence,_2521- 

2737,tral_ntfna_forhomologu^ 
35 x61970cdsJ299-677:in_reversesequence > _758-860,m^ 

all_x70944_2459-3030,mma_forjptb-associated_splicing_factor_ 

all_x77922_1492-2000,gd3_synthase_ninia_ 

x85 1 34mrna_2737-3007,rbq-3_mrna_ 

all_x87176_2148-2593 ? mma_for_17-beta-hydroxysteroid_dehydrogenase_ 
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all_x9 1 78 8_857- 1 284,mma_for Jcln_protein 
x95586exon#3_56-248:injreversesequence,_5872-6088:n^^ 
x97795cds_l 954-22 1 8:m_revereesequenc^^ 
y08682miria_2358-2552,mma_for_carnto 
5 yll251_4297-4822,mma_for_novelj^^^ 
zl7227_1268-1850,mmajfor_transmen^^ 

z68129mma#l_3-469:in__fullsequence !> _16183-16321:not_in _gb_record,_h~ 
idh_gamma_gene_(nad(h)-specific_ 

10 Metagene 466 

hg3920-ht4521_s_atjig3920-ht4521_homeo 
hg45 1 7-ht4920_s_athg45 1 1- 
ht4920_iranmunoglobulm^ 
15 134155_4838-53064aminin-relatedj^^ 
m21305cds_39- 

1 1 9,alpha_satellite_and_satellitejunction_dna„sequence/gb = =m2 1 3 05_/ntype=dna_/annotF=cds__ 
u60808_1423-2000,cdp-diacylglyceroLsynthase_(cds)_mma s _complete_cds 
x60673mrna_109 1- 1 649,ak3_nmia_for_adenylateJcinase_3 

20 

Metagene 100 

d28423_53-100 a mmajFor_pre- 

mma_splicing_factor_srp2 0,5 ' utr (sequence_from_the 5 r cap to the start 
25 all_d89377_1587-2173,mmaJfor^ 

113943_1963-2019,glycerol_kinase_(gk)_mma_exons_l-4,_coinplete__cds_ 

m37197mitta_2687-3065,ccaat-box-bin^^ 

m68520_1708-2170 3 cdc2-relatedjroteinjkinas^^ 

s67970J)62-1538 5 _znn5HkxabjrincJ^ 
30 s705 85mrna_l 38-61 2,_thyroid- 

stimulatmgJiormone_alpha_s^ 

s8247 l_77-298,_ssx3=kruppel- 

associatedJ)oxjcontaining_ssx_gene_[^i^ 

u04209_l 3 96- 1 834,associated_microfibrillar^ 
35 ul 2978 17 13-2247 ,sperm_membranejprotein__bs-84_(hsd- 1) jmrna,jpartial_cds 

ul 5555 1 003- 1489,serine ^almitoyltraiisferase_(lcb2)_mrna, jpartial_cds 

u 1 827 l_cds l_at_ul 827 l_u 1 827 1 s not_in_gb_record 9 thymopoietm_(tmpo) _gene,thymopoietin_(tmpo 
Lgene 

u39226_6864-7440,myosin_viia_(ushlb)_mrna,_complete_cds 
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u43843_8 13- 1 374 ? h-neuro-d4_protein_mraa,_compIete_cds 
u8232 1_1 608-2 1 1 2 9 clone_l 4.9b jmniaj3equence_ 
all_x59618_1970-2475,n-2_mma_for_small_subunitjibonucleoti 
x98482mnia_J2- 
5 46,timl2_gene_exon/gb^98482_/n1ype=dna^^ 

Metagene 59 

ajTO01548mma_6079- 
10 6385,_815a9J_gene_(myosin_heavy_chai^ 

dl5049 33 17-3845,iiirna_forjproteintyrosine_phosphatase_ 
B6531mma_2573-3059,integrin_alphasubunit_mma,_3 , jend 
141680_1371-1869,alpha-2,8-polysialyltransferas^ 

m 1 73 1 6exon_3-249:inreversesequence,_260-338 :not_in_gb__record,gamma-a- 
15 crystallin gene (gamma-g5) 

m26061mma_2449-2890:not M in^b_record,cgmpjphosphodiesterase_alpha _subuiiit(cgpr- 
a)jtnrna,_complete c 

m73482mrna_757- 1 279,neuromedin b_receptor_(mnb-r)_mraa, complete_cds_ 
u439 1 6_147-698,tumor-associated_membrane ^rotein_homolog_(tmp)_mma,_complete_cds 
20 u46744_2358-2493,dystrobrevin-alpha_mrna,_complete_cds_ 
u94747_838-1276,wd_repeatjproteinJianll_mnm > _complete_c 
all_x74142_1952-2535^bf-l_mma_for_transcription_factor_ 

y09445cds_l 1 75- 1 5 1 7 :in_reversesequence,_2206-23 68,mraa_for_transcriptioii_factor_tbx5_ 

25 Metagene 87 

j05070_l 805-2303 ,type _iv _collagenase_mma 9 _complete_cds 
u22028utr#l_47~ 

1 68:in_reversesequence,_803 1 ,cytochromejp450_(cyp2al 3)_gene,_complete_cds,cytochrome_ 
30 u77968_l 294- 1 879,neuronaljpas l_(npas 1 )_mma,_complete__cds 

x87767exon_4- 148,cd89_gene,_exon_s l/gb=x87767_/ntype=dna_/annot=exon_ 

Metagene 195 

35 d87461_2959-35 17pnma__forjciaa0271_gene,_complete_cds 
m26004_3326-3894,cr2/cd21/c3d/epstein-barr_virus_r^^ 
m65254__l 710-21 84 ,^rotem^hosphatase_2a_65_kdajregula^ 
s81243_2102- 

2660,_chn= steroid/thyroid^rphan^receptorjiomolog^ene _[human,_fetal_brain,_mrna_partial 
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u04847_1262-1802,inil_mrna 7 _complete cds_ 
ul8383mma_2319-2587,nuclear_respiratoi^^^ 
ul 9147_34-66 > gage-6jpiotein_mraa,_complete_cds_ 
u51920_1447-1927,signaLrecognitionjpa^ 
5 u79290_1380-1770 9 clone_23908_mrna_sequence_ 
u97502mma_2736-3126 5 butyrophilin_(bt3.3)_gene_ 
all_x51757_1909-2414^eat-shock_protein_hsp70b l _gene_ 
x95 1 52mraa_l 0974- 1 1274,brca2_gene_exon(and joined_coding jregion)_ 
yl0812_767-1253,mrna_for_fiructose-bisphospiiatase_ 

10 

Metagene 489 

m92287_J 53 1 - 1 999,cyclin_d3_(ccnd3)_mrna,_complete_cds_ 
u32989_1109-1559,tiwtophan_oxygenase_(tdo)_mma,_complete_cds_ 
15 u90907_l 150-1612,clone_23907_mma_sequence_ 

aU_x99268_928-1367,mma_for_b-hlh_dna_binding_protein_ 

Metagene 451 

20 dl0923_1452-1962,mma_for_hm74_ 

d4203 8_3730-42 1 6,mrna_for Jciaa0087_gene,_complete__cds 
d509 1 7_4943-5489,mma_for__kiaa0 127 _gene,_complete_cds 
d5091 8_4053-4563^nrna_for_kiaa0128 _gene,__partial_cds__ 
hg2530-ht2626_at_hg2530-ht2626_adenylyl_cyclase-associated_protein 

25 hg2796-ht29(K_at_hg2796-ht2904_neuml_celLadhesion_molecule_ 

hg3248-bt3425__at_hg3248-ht3425_fibroblast _growth_factor,_antisense_mrna 

all_k0 1 884_5 87- 888 ,blym- l_transforming_gene,_complete_coding_region 

105568_1937-2459,na+/cl-_dependent_seroto 

1 1 03 74 1 46 1 - 1 977 ,(clone_ctg-a4)_mrna_sequence 

30 11 1695 1 767-2247,activin_receptor-like_kinase_(alk-5)_mrna,_complete_cds_ 
11 3436mniaJ3522~4020 9 guanylate_c^^ 
120321_3 1 12-3655 3 protein_seriiie/threonin^^ 

I22206exon#3_63-639,vasopressin_receptor_v2_gene,_complete_cds_ 
138500cds_l 574-2 1 02,na+/myo- 
35 inositoi^cotransporterJslcS 

I77563mma_l 29-591 ,dgs-fjartial_mma/gb=177563_/ntype=rna 
reverse_178833_2267- 

2337,j3rcal_gene_extractedJ5rombrcal > _A^ 
ml7863iruiiaJM2-822,prepromsu^ 



753 



WO 2004/038376 



PCT/US2003/033946 



all_ml9720_2034-2557,J-myc _gene_(l-mycjprotein)_extracted_fi:oml- 
mycjrotein_gene,_complete_cds,_l~m 

m25 1 64cds_5-383 :in_reversesequence,_265- 1 170,lhyrotropinjbem_subuiiit_gene 

m55268mma_1094-1556,casein_kinasejuL^ 
5 m62302_I939-2485,growth/diffe^^ 

m64788_2759-3209,g1pase_activatmg^ 
m65290_1957-2215^aturaMriUer_cell_^^ 

m95549_l 774-2 1 94,sodium/glucose_cotransporter-like ^proteii^mma^complete^cds^ 
m98776nmia_1864-2266,keratingene,_complete_cds_ 
10 s78432mrna#l_3-87,_un-named-transcript- 
l_from_sas-transmembraneprot^ 

ul0686exon#2J730-1267,mage-l l_antigen_(magel l)_jgene,_complete_cds 
ul2897_1564-1870:in_reveisesequence,_190 
ul5173_1781-2303,nip2_(nip2)_mma 3 _complete_cds 
15 u23736_779- 1 348 ? gata-3_binding^rotein^3b_mrna 5 _partial_cds. 
u28831_532-964,protemJunmuno-reac 
u37352 J5505-3961, protein jhosphataseJ2a_b'alph^ 
u37431mrna#l_2114- 

2540,hoxal_nniia,_longtranscript ^and^alteraatively^splicedfoims^complete^cds^ 
20 u43527 1 80-728 :not_in _gbrecord,malignant_melanoma_metastasis-suppressor_(kiss-- 

1 )_gene,_mraa,_comple 

u43944_1705-1978,breast_cancer_cytosoli^^^ 

U4793 1 mma_63-537,g-protein_beta- 

3 jsubimit_altematively_spliced^ 
25 u52830_l 9-27 1 ,cri-du-chat_region__mrna,_clone_csc8. 

u55209_3812-3977^yosin_viia_transcriptmrna,_complete_cds_ 

u63329cds_1128-1554:injreversesequence,_1814,muty_homolog ^(hmyh)_gene,_complete_cds_ 
u84011j5566- 

7l27,glycogen_debranching_ei^^ 
30 x04145cds_286-454:in_reversesequence,_593-689 5 mnia_for_t- 
cell_receptor_t3^amma^olypeptide__ 
xl4690c<&_l 150-1604 :injreverseseq^ 
trypsin_inhibitor_heav 

aU_xl6983_3252-3787 s mrna_for_integrin_alpha-4_subunit_ 
35 all_x65962__l 115-11 74 } mma_for_cytochrome_p-450__ 
all_x79984_16-269 > aaljnima/gb=x79984_/ntype==ma 
x8 9398exon#7_695- 1 1 2 1 ,_ung_gene_(uracil-dna- 
gIycosylase,_ung2)jextracted_fromimg^ene_for_umcil_dna 
all_z48541_4517-5100,mmajforjprote^^ 
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z48579cds_1852-2050:in_reversesequence,J2062-2392,mma_for_disintegrin- 

metaUoprotease_(partial)_ 

reverse_z84722_l 1257- 

11453,dna sequence ikmi_cosmid^g4_fr^ 

5 

Metagene 252 

dl0326_1427-1981 3 mma_forjpyruvate__kinase 
d49372_197-755,mma_for__eotaxin,_complete_cds 
10 all_d83407_2601-3184,_zaki-4_nma_ra^ 
d87467_5371-5857 5 mma_forJ^ 

hg!67-htl67_s_atjigl67-htl67jiypotheticaljroteinjtipiiy20 
hg28 10-ht2921_at_hg28 10-ht292 l_homeotic_protein_pl2 
hg3162-ht3339_atJig3162-hG339jramcri^^ 
15 hg3627-ht3836^tJig3627-ht3836_calcium_chaiinel,_voltage- 
gated,_betasubunit, l type, altsplice_2,_ske 

hg3638-ht3993_s_at_hg3638-ht3993_amyloid_beta_(a4)jprecursor^ 

hg4169-ht4439__s_at_hg4169-ht4439_syntaxin_lb_ 

hg830-ht830_at_hg830-ht830_potassium_channel_ 
20 j02645mrna_882- 13 14 5 translational_initiation_factor_(eif-2),_aIpha 

k02777_l 39-62 1 ? t-cell_receptor_active_alpha-chain_tnma_fi:om Jurkat_cell_line__ 

100354exon_7-361:notJn_gb_record,cholecystoldnin_(cck)_ J gene 

143 82 lmraaJ3222-3774,enhancer_of JSlamen^^ 

all_ml5517_182- 
25 480,_ttr_gene_extractedjfh)mmuta^ 

all_m 171 83_53 1 -752,paratliyroid_hormone-relatedjprotein_mnia,_coinplete_cds 

all_ml 7466_3487-4040 5 blood_coagulation_factor_xii__(fl 2) _gene_ 

m20642nmia_369-898,alkalijtnyosin_light_chainmm 

m69238J2033-2579,aiylJiydrocarbonjre^ 
30 m90299mrnaJ2 1 42-2628 ,glucokinase_(gck)_mrna,_complete_cds 

s43646_1904-2402,j3ytokeratin[human^ 

s77582_2- 

55,JienriclO/hummtv_re^^ 

s78798_1252-1687,_l-phosphatidylinositol-4-phosphate_5- 
35 kinase_isoform_c_[human,jeripheralJblood_leu 
s792 1 9_344-902,_metastasis- 
associated^ene_[human,JhrigMyjm^ 
s82592_357-861,_evi-l==evi- 

1 jrotein_{3 , _region,_deletion_region}_|Tiuman,_megakaiyoblasto 
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ul32 19_1945-2473 3 forkheadjpro^ 
ul8549exon#2_1091-1571 J gpr6^jrotein-co^ 
u403 1 7_5400-5965 ,protem_tyrosme^ 
u49250_2323-2851,putative_cerebral_co 
5 l)_mma,_complete 

u58l3Oj2887-330l,biime1anide-sen^^^ 

u67615_12883-13381,beigejprotein_homoto^ 

u77846mrnaj>79- 

1356,elastin_gene,j?artial_cds_andja^ 
10 u79277_986-1520,clone_23548_mrna_sequence - 

u89995_3040-3460 9 dnajjmdmgjprote^ 

u92015_605-1031,clone - 143789_defectivej»^ 

all_x07 8 76_1 706-2205 s mmaJfor_irpjpro 

xl 6706cds_541-93 1 :in_reversesequence,_970,fira-2_mma 
15 ' x54380mma3050-4590 5 mma_forjpregnancy_zone__protein_ 

all_x64269_2501-2754,genejnttfljfor_^ 

x6856 1 cds__2234-2324:in_reversesequence,_2547-2943,spr- l_mrna Jfor _gtJbox_bindingjprotein_ 
all_x69920_2736-3249,mrna_for_calcitonin_receptor 
all_x73079_2348-2919,encodiiigjpolymm^ 
20 all_x77737_992-1431 ? mma_for_red cell anio^ 
coding_region_ 

all_x78342_1655-1857,pisslre_mma 

x78711cds_1553-1638:in_reversesequence,_1665-n^ 

x87871cdsJJ39-1367:in_reversesequence,_147^^^ 
25 alljfc90846J2935-3407,mmafor_mixed_lm^ 

x9 1 220 3940-41 65 ,mrna_for_jna-cl_electroheutral _thiazide-sensitive_cotransporter 

allzl 1 502 886-145 1 ,mmajfor_intestine-specifIc_annexia 

z48051mma_1733-2303,gene_forjrnyelin^^ 

aU_z702 1 8_2-333,mrna_for_ran 1 jprotein_(clone_icr§>507i0498) 
30 all_z73903_5001-5554,mrna_for_trpcla. 

z96810cds_482-968,dna_sequence_fk>m^ 

and_chioride-dependen 

Metagene 334 

35 

dl3146mrna#l_2083-2551,__2 , _,3 , _-cycHc-nucleotide_3 , _- 

phosphodiesterase^gene^extracted^on^^S'^-c 

d2 1 235_14 1 8-1 673 ,mrna for hhr23 a_protein,_complete cds_ 

d83702_2392-2902,brain_mmajfor^ 
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d87452_3950-44 1 8,mrna_forkiaa0263 jgene,_complete__cds 
d87459_2144-2564,mma_forjdaa0269_gene,_complete_cds 
113848_3675^161,ma_heUcase_a_mma,_complete_cds_ 
120591exonJ-295:not_in ^b_record 5 amiexin_iii_(anx3)_gene,_alternative 
5 m22348_3^94^tochondrial_ubiquinone-^ 
s74017_1721-2213,_nrG-^-e2~ 
likej3asiclleucine_zipper_transcri^ 
s753 13_1 197-1387,jmjdl=^jdl jrotein_{cag_rep^ 

ul9765exon#5_630-1194,nucleic_acid_binding^rotein^ene,_complete_cds 
1 0 u64 1 05_2540-3 1 04,guanine__nucleotide_exchange_fector_p 1 1 5-rhogef_mraa,__partiaI_cds 
u67 1 56 464 1-5151 ,mitogen-activatedJkinase_kmase^ 
all_xQ63 1 8J238 1 -254 1 ,mma_for jrotein_kinase_c_(pkc)_type beta i_ 
x55740mma_2940-3516,placental_cdna_coding_for_5 , _nucleoti^ 
all_x76648_338-777 3 mrna__for_glutaredoxin_ 
15 z78291_28-223 i mrna_(clone_ld8). 

Metagene311 

dl3305_1572-1992,mma_for_braiii _cholecystokinin_receptor_ 
20 d55640_l 10-635,monoc3^tejpabl_(pseudoautosomaljboiindary- 

Iike_sequence)_mrna,_clone_jno2/gb=d55640_/nty 

119063exonJ79-451,glial- 

derivedjieurotrophicji^ 

13921 1_1 877~2399 ? mitochondrial_cami^ 
25 ml0051_41 1 l-4651,insulin_receptor_mraa 5 _complete_cds_' 

m69203cds_4-254:in_reverseseqiience,_122-144,c3^okine_(scya2)jgene_ 

> 

u03 644 1 050- 1 452 ,recepinjrnma,_complete_cds 

ul7566_2214-2754,65_kda_hydrophobic^rotein_mma,_complete_cds_ 
u78628J7~ 
30 199,leukemiaJnhibitoiy_fa^ 

x66363cds_J 279- 1459:in_reversesequence,__1594-1702,mrna_j)ctaire- 

l_^_ se rine/threonine_protein_kinase 

x85785mma__1060- 1498,darc_gene 

x99076mma_736-1234,nrgn_gene > _exons_2,3_&(joined_cds)_ 
35 y0045 lcds_1461- 1890:injreversesequence,J2009~2037>^^ 

Metagene 175 

m3 1 661_2134-2674,prolactin_(prl)_recq5tor_mma,_complete_cds_ 
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ul2139exon_13- 

151 ,alphal (xi)_collagen_(col 1 1 al ^ene^S^region^aBd^exoii/glmi 1 2 1 39__/ntype=dna__/aiinot 
Metagene 43 

5 

dl 1 086_976-1408,mma_for jwte^^ 

hg2090-ht2 152_s_atjig2090-ht2 1 52^ 

hg2639-ht2735_s_atjig2639-ht2735_single-stranded_dna-bin 

m30257_2214-2709;vascular_cell_adhesion_^ 
10 m33600_581-l 1 09 5 mhc Jijila-dr-beta- l_(hla-drb 1 )_mma,_complete_cds_ 

m37033_915-1395,cd53 ^lycoprotein_mrna,_complete_cds_ 

m60830exon_1480-2020,evi2b3p_gene,_exon_and - complete__cds_ 

m83221_1788-2262,i-rel_mrna,_complete_cds_ 

s73813_1337- 
15 1775,_cd39^1ymphoid_ceU activations^ 

u95626mrna#3_2792- 

3278,_ccr2 jgene_(ccr2a)_extracted_from^ 
f x04500exon#7_244-778 > genejforjprointerleiikinbeta 

x5684 1 mrna_1269- 1 7 1 3,hla-e_gene 
20 all_x57522J2229-2788,ring4_cdna 

x64072cds__l 948-228 1 :noMn_gb_record, Jisapiens jcdl 8_exon_2_ 

all x99687_22 1 -732,mma_for_methyl-cpg~binding^^ 

aU^00062_3996-4597,mmaJTor_t200Jeukoc^^ 

y0956 1 cds__l 23 8- 1 676:in_reversesequence,_l 798 3 raraa_forj)2x7_receptor_ 
25 zl4982mrna#l_616-l 150,_i]^c~encodedjproteasome_subunit_gene_lamp7- 
el_gene_(proteasome_subunit_lmp7)_e 

Metagene 458 

30 hg2339-ht2435_atjig2339-ht2435_n^ 

11 1 702_2837-3335 ^hospholipase^d^mrna^complete^cds 
138820exon_170-620,hmcJ^antigen4ik^^ 

m93 1 19_2345-2777,zinc-finger_dna-binding_motifs_(ia- l)_mrna,_complete_cds 
allju34301_1497- 

35 1 528,nonmuscle_myosinJbLeavyjchain_iib__gene, jromoterjregion_and_exon/gb=u3430 l__/ntyp 
u66497_3549-4047Jeptmjreceptor_splice^ 

u73 1 9 1_1 078- 1 582 9 inward_rectifier _potassium_channel_(kirl .3),_complete_cds_ 
all_x7575 6 J3 248-3 699 ,mma_for jprotein_kinase_c_mu 
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Metagene 222 

d87444_35 17-3823 ,rnma_forjriaa025 

d89859_233 1 -284 1 jiimia_for_zinc_fingerprotein,_complete_cds 
5 hg 1 62-ht3 1 65_at_hg 1 62-ht3 1 65_tyrosine_kiriase, receptor_axl, _altsplice_2 
hg33-hB3_atJig33-ht33_ribosomaljrote^ 
106147_1586-2042Xclone_syll)^olgin-95_mma,_complete_ - cds_ 
110910_2084-2552,splicing_fector_(ccl3)_mrna,_complete_cds_ 
ml8737mma_269- 

10 815, gjalpl gene extracted jromhanukah factor serine protease (huhf) mma, complete c 
all_m29277_2842- 

2926^solatejuso_miicl8^1ycoprotein_mm^ 

m33493_504-792,tiyptase-iu^rnrria,_3 , _end_ 

m83822_6791-7253 9 beige-like^rotein_(bgl^^^ 
15 s52969_cdsl_s at_s52969_s52969 5 not_in_gb_record ? _descriptiori:_alpha- 

1 ,3 Jfacosyltransferase_gene_extr 

u07620_l 861-22 1 5 ,map kinase_rarna,_complete_cds_ 

u48705rnma_3326-3867,receptor_tyrosine_km^ 

u63295_l 285- 1 795 3 seven in_abseiitia_homolog_mrria,_complete_cds 
20 u67 1 22_469-728 3 ubiquitin-related_^rotein_sumo- l_mrna,_compIete_cds. 

u70660J31-463,copperJj^sportjprote^ 

x80907JZ095-2557,mnia_forjp85j3eta_sub^ 

x84707mrna_73-51 l,mia __gene 

x89211cds_1571- 

25 21 29,dna_for_endogenous_retroviral_like_element/gb==x8921 Wntype==dna_/annot=cds_ 
all_z21 966_1 647-21 82,mpou_homeobox jprotein_rnrna 

2367 1 5cds_l 026- 1 200:injreversesequence,__l 49 1 - 1 557,mma_for_net_transcription_factor_ 
Metagene 249 

30 

ml5780cds_13- 

304,dna^endogenouspapillomaviras_type(hpv)^^ Junction/gb== 
m22092exon_6-42 9 neural_cell_adhesion_molecule_(n- 
cam)_ j gene J _exon_sec_and_partialcds/gb=m22092_/ntyp 
35 ul8004_31-205,_hsul8004cdna_ 

Metagene 432 
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ac002 1 1 5_66940-67 15 1 :in_ac002 1 1 5cds#2_675- 
1 000,_cox6b _gene„(coxg)_extracted_fromdna_from_overlapping 
hg371-ht26388_s_atjhg371-ht26388_mucin^ 
j05252_l 61 1-21 78,kex2-like_endoprotease_mrna,__complete_cds. 
5 j05556mraa_l 640-2 1 98,collagenase_mma,_complete__cds_ 
all_ml 8255_1 8-408:m_ml 8255cds_47, jr^^ 
2)_extracted_fromprotein_kiiias 
m60614_1996-2060,wilms_tumor_(wit-^^ 
s75213_1727-2087,_type-iva_cyclicjamp 
10 cells,jtnniajpartia 

u00954_738-1224,clone_ce29_7.2_(cac)n/(gtg)n_repeat-containing_mnia 
u3 8904_1 2 1 0-1744,zinc_fbigerjprotein_c2h2-25_mrna 7 _complete_cds 
u45976_1748- 

22 1 O a clathrin_assemblyjprbtei^ 
15 u52682_4755- 

524 1 4ymphocyte_specific_mterfero 

u58096_798-1056,testis-specificjrotein_(tspy)_mrna,_complete_cds 
u654G6mma#l_1860-2370,Jecnji^ene_to^ 
k3)_extracted_firomalternativelyspliced_po 
20 u7 1 203_339-753,rit_mma 3 _complete_cds 
u89336exon#13_J73- 

695,_unknown _gene_extracted_fromhIa_iii_region - c^ntaining_notch4_gene,_partial_seq 
all_xl6660_l 795-2049 J _open_reading_frame_p25_(aa_l -223)_gene_extractedJromhtlv- 
ijrelated_endogenous 

25 x7 1 877cds_587-767:injreversesequence,_783- 1 089,mma_for_chymotrypsm-likejprotease_ctrl- 1 
all_x89894_2017-2486 5 mrna_forjtiuclear_receptor_ 
x93498mma_589-l 1 17,mma_for_21 r glutamic^^ 

x93 5 1 2cds__6 1-1 57 :in_reversesequence,_l 75-2 1 1 ,mma_for_telomeric_dna_bindiiigjprotein_(orf2) 
y00067mma_2655-3207,gene_for_neuroffl 
30 yl0262cds_l 163- 1 693,eya3_gene/gb=y 10262_/ntype=dna_/annot=cds 

Metagene 453 

dl6481_1438-1942,mnia_forjmitoch^^ 
35 subunit^of^tri&nctional^protei 

d509 14_1 543-2077 3 mma_forJkiaa0 1 24_gene,_partial_cds__ 

d82060_1801- 

2215,kidneyjoimaJforj3U^ 

d83778_4662-5 1 54 5 mraa__for__kiaa0 1 94_gene.jp artial_cds„ 
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d87443_5442-5988,mraa_for_kiaa0254^gene,_complete_cds 
hgl400-htl400_s_at_hgl400-htl400_caiboxyl_^ 

hg2463-ht2559_atjig2463-lit2559 __juanine_nucleotide-bindingjrotein^25k_ 
106845_1728-2268,cysteinyl-tma_synthetase_mma,jpartial_cds_ 
5 113278_123 l-1753,zeta-crystallWquinone_reductase_mraa,_complete_cds_ 
113773_8844-9252,af^_mraa,_complete_cds_ 

12 1 954exon_3 6-3 84:not_in_ j gb_record i peripheral _benzodiazepine_receptor_gene 
125085_1 03-36 1 ,sec6 1 -complex_beta-subunit_mrna,_complete_cds_ 
138961_1919-2429,putative_traiismem^ 
10 142572mma_2 1 92-2648,p87/89__gene,_complete_cds 
ml4200mma_139-469,diazqpamjbind^ 

m24400mma_282-840,chymotiypsinogenjiiraa 3 _complete_cds_ 
m3 1 899_23 1 8-2708,dna_repair_helicase_(ercc3)_mraa,_complete_cds 
m64992J741-1185 5 prosomaljroteinjp30-33k^^ 
15 m65131nnjnaa_2187-2709,methylmalonyl-coa_mutase_(mcm)^ 

m73547_2649-3 1 53 ,polyposis_locus_(dp l_j*ene)_mma,_complete_cds_ 
m83233_3488-3974,transcription_factor_(htf4a)_mrna,_complete_cds 

s74728_l 245- 1 773 ,_antiquitin :=3 26g_turgorj)rotein Jiomolog_[hiinian, Jddney ,_mrna;_l 809_nt] 
s78569_5723-61 6 1 ,_laminin_alphachain_[human,_fetal_lung,_mraa,_6204 nt] 
20 u 1 0 1 1 7mma_474-954,endothelial-monocyte_activating ^olypeptide_ii_mrna,_complete__cds_ 
u 1 0439_5983-6529,double-strandedjtiia_adenosinej^ 
ul2535_3273- 

3783 a epidermal_growth_factor__ receptorJdnase_substrate_(eps8)_mraa,_complete_cds_ 
ul4193_135-6874fiia^amma_subunit_mrna,_complete_cds 
25 ul5009_25-541 5 snmp_corejrotein_sm_d3_mrna,_complete_cds 
u26312_166-686,heterochroma1inj^ 
u28686_973-1486,putative_:ma_bindiBg^ 

u4 1 654_1 1 59-1 525,adenovirus _j)rotein_e3- 14.7k_interactin^jjrotein(fip-l)_mrna,_complete_.cds 
u41740_7119-7635 ) trans-golgij230jMina,_complete_cds_ 
30 u43899_2320-2740,signaL&^sducing_adaptor^^ 

u50523_858-1344 s brca2_region,_mrna_sequence_cg037 
u5 0950_1 546-2074 ,infantj)rain_\mkn^ 
u57099_666-1158 9 apeg-l_mma,_coinplete_cds 

u673 1 9J 1 33-2529 Jice2_beta_cysteinejprotease_mrna > _complete_cds. 
35 u69645_55 1- 1 037 5 zmc_fcgerjprotein_rrima,_coinplete_cds_ 

U70987 JL308- 1 830,gap J)indingjproteinjp62dok_(dok)_mma J _complete_cds_ 
u93237mma#lJ2162- 

273 8 ,_men 1 _gene_(menin)_extracted_frominenin_(men 1 )_gene, jcompletecds . 
all_xl2791_3 1 l-870,mma_for_19kdjrotem^^ 



761 



WO 2004/038376 



PCT/US2003/033946 



x52 151 cds__l 148-1394 :injreversesequence,_l 884-1980,aiylsulphatase_ajairna,__complete_cds 
x52730mma#l_455-91 1 ,_phenylethanolamine_n- 
methyltransfei^e^ene_extracted_:fr^^ 
x54326cds_4149-4299:in_revereesequence,_4363^ 
5 all_x63469_962- 1467,nmia_fbrJi^scription_fo^ 

all x65644 8589-9 1 00,nmia_mbp-2 for mhc bindingjprotein 2 
x75535exon#8_22 1 6-2768,mraa_for_pxf_protein 
all_x75962_9 13- 1 340,mma_forj3x40 Jiomologue 
aUjx77548_2835-3418,Jisapiens_cdna_forrfg__ 
10 alI_x84195J230-723,mmaJfor_acylpto^ 
x99296exon#l_28- 

223 ,_rd_fi-omrd_gene_(5'_j3artial)__and _glla _gene_(5'_partial)/gb=x99296_/ntype=dna_/an 
all_^0264_2984-3321 9 mma_for_amyloid^ 
all__z2255 l_4012-4595,kinectin j gene_ 
15 z46973cds_2460-2634:in_reversesequence > _274 1-289 l,mim_forjhosphatidylinositol_3-kiiiase 
z97074_852-n76,mma_for_rab9_effector^0,_complete__cds 

Metagene 415 

20 d83657exon#l-3_13~167:in_reversesequence,_2025 inoLin^gb^recordjdna^for^caafl^calcium- 
binding_prote 

hg4740-ht5 1 87_at Jbg4740-ht5 1 87_transcription_factor_eb_ 

m64925_1400-1940,pataitoylated_ei3^ 

ul8088_l 188-1742,3'_ J 5L- 
25 cyclic_amp_phosphodiesterase_inactive jsplice_variant_hspde4a8a_nuna,_comple 

u22377_5 634-61 68 ,zn-l 5_related_zinc_fingerjprotein_(rlf)_mrna,_complete_cds 

u4 1 766_3235-3653^netalloprotease/disintegrin/cysteine- 

rich^roteinjprecui^or_(mdc9)_mrna,_coinplete_c 

u43 1 85_3 667-4243,signaljxansducer_and_activato^^ 
30 u53476_84 1- 135 1 ,proto-oncogene_wnt7a_mma,_complete > _cds 

v00536mrna 81 1-1 135,_i&g^ene_extracted_frorainmiune_interferon_(ifo^ 

y00282cds Jl 657- 1 849:iii_reversesequence,_234 1 -23 83 ,mrna__for_ribophorin_ii 

, Metagene 257 

35 

ac002115cds#4_474-750:in_reversesequence,_100047- 
100269,_cox6b^ene_(coxg)_extmcted_fromdna_finom__pv 
afDO 1 620_1478-2000,trabecularjneshwork- 
induced_glucocorticoidjresponsejpro^ 
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hg4 1 85-ht4455_at Jig4 1 85-ht4455__estrogen_sulfotransferase,_ste 
hg537-ht537_atJig537-ht537_collagen,^^ 
n9183mma__1533-1959 J mac30_mrna,_3 , _end 
127584cds_1093-1400:injreversesequence,_1464- 
5 1 677,ca_chamel_b3_subunit_(cal_bet_3)_mma,_completejc 
139009mrna_109- 
475,iv_alcohol_dehydrog^ 

ml0058mmaJ706-1252,asialoglycoprotein_rece^^^ 

ml8700cds_288-784,elastase_iii_a_gene,__exon_8 
10 m24 1 22mnia_309-774,myosm_alkali Jigh^ 

m26679exon#2_505-925^omeoboxjrotein_(hox-13)_gene,_complete_cds 

m73047_4025-4565 ,1ripeptidyl_j)eptidase_ii_mma,_complete_cds 

s67 1 56_876- 1368,_asp=aspartoacylaseJ>um^ 

u07225_1430-1958,p2u_nucleotide_receptor_mma,_complete_cds 
15 ul8288_2804-3314,clonejcii^ 

ul 9878_1 1 37- 1 647,transmembmnejrotein_mrna,_complete_cds 

x52479cds_J 689- 1 995 :in_reversesequence ? _2040- 

2202,pkc alpha _mma_forjprotein_kinase_c__alpha_ 

x99802_l 983-2463 ^nrna_for_zyg_homologue 
20 z33642mma_2763-329iy7_mma^ 

Metagene 321 

all_dl 33 1 5_1488- 1 975,mmaJforJactoyl jglutathionejyase 
25 dl4812_1345-1747^nraa_for_kiaa0026 _gene,_complete_cds 
dl 6469_2264-2738,mma_for_orf,_xq_terminal_portion_ 
d23662_61-565,nuiia_for_ubiquitin-like_protein,_complete_cds 
d30756_4053-4611,mrna_for_kiaa0049_gene,_complete_cds 
d3 1767_1 338- 1 8 1 2,rama_forkiaa0058_ j gene,_complete_cds 
30 d5(M95mma_493-1033,mma_forJ^ 

d86985_5502-5946,mrna_for_kiaa0232_gene,_complete_cds 
d87438_3322-3808 9 mrna_forjkiaa025 1 _gene,_partial_cds_ 
hgl595-ht4788_s_atjigl595-ht4788jiete^ 
1_ 

35 hg4683-ht5108js_atjig4683-ht5108_ta^ 
hg998-ht998_s_atJig998-ht998_sulfoti^ 
j03805__926- 149 1 J phosphatase__2a_mrna,_partial_cds_ 
ll9686mma_61-493,macrophage_migra 

136151_2433-2907,phosphatidylinositol_4-kinase_mma,__complete_cds_ 
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B88 10mmaJ706-1246,thyro^^ 
14039lmma_889-1435Xclone_sl53)_mma_fragment 
143964_1 671-221 l,(cloneJ^ 

1772 1 3mmaj^79-959,phosphomevalonate_kinase_mma 9 _complete__cds 
5 m34175mrna_5 1 00-5670,beta_adaptin_mrna,_completecds_ 
m62762_681-1083 : rvacuolarji+_at^^ 
m63959_1030-1444,aIpha-2-macroglobulin_re^^ 
m69023_524-1088,globin _gene 

m983 43__269 5-3 1 63 ,amplaxin_(ems 1 )_n^a,_completej;ds__ 
1 0 u02556_J 579-2101 ,rp3_mrna,_complete_cds 
ul7969exon#6_165-663,iiutiation_fa^^^ 

ul 9796_406-760,melanoma_anttgeiijp 1 5_mma,_complete jcds_ 
u22897_1798-2338^uclear_domainprote^^ 
u25435_3227-3737,tramcriptional_represso^^ 
15 u3 1930_4 1 1-963 4eoxyuridme_nucleotidohydr^ 
u36341mma#l_3376- 

3862,__slc6a8_jgene_(creatine_transporter) _extracted_fix>mxq28_cosmid 9 _creatine_trans 

u49869mmaJ785-887,ubiquitin_gene,_complete_cds_ 

u 64444_633-l 1 1 3 ,ubiquitin fusion-degradation^ 
20 u72342mma_5025- 

5499 ? platelet_activating_factor_acetylhydrolase,_brain_iso 

u78095_942- 1 434,placental_bikunin_niraa,_complete_cds_ 

u80017mrna#2_5760- 

6039,J)tGp44^ene_(basic_tra^ 
25 u8 1 55 6_1 54 1 - 1 925 hypothetical __protein_a4_mrna,_complete_cds 

all_x04526J2577-29683ver_nmiaJfo^ 

x 1 3 546mrna_65 7- 1 1 37, _puthmg- 1 7 jprotein_gene_exlracted_froinhmg-17^ene_for_non^ 
histone_chromosomal_pr 

x 1 534 1 cdsj 3-235:injreversesequence,_374-500,cttx_^^ 
30 specific^ 

all_x55330_l 609-2 120,mrna_for_aspartylglucosaminidase 

x5 668 1 mrna 13 11-1835 x jund_mrna_ 

all_x64330_3792-4243,tnraa_for__atp-citratejyase 

all jx64364_1014-1561^nrna_for_m6_antigen_ 
35 all_x75 593„679- 1 202,mma Jbr_rabJ 3 

x82 1 03cds_660-840:injreversesequence,_954- 1 1 28,mmaJforJbeta-cop 

all_x84709_l 08 8- 1 683,mma_for_mediator_of_receptor-induced_toxicity 

235093cds_674-842:in_reversesequence,_898-976,mrna_for_surf-l_ 
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Metagene 473 

j00219cds_l 10-467 :injreversesequence,_472 1-4823 ,immune_interferon_(ifh- 
gamma)_gene,^complete_cds 
5 s78873_291- 

83 5 ,_mss4=zn2+_binding_protein/ guanine_nucleotide_exchange_factor [human, brain,_mma_par 
all_s83366_910- 

2840,jregion_centromeric_tojO^ 
yl0515mmaJ79-307,mmaJfor_^ 
10 z83800_l 1 5-505,mma_forcytoplasmic_dynein_^ 1 1) 

Metagene 470 

d49677_905-1445,u2afl-rs2_mrna,_complete_cds_ 
15 hg2797-ht2905_s_atjig2797-ht2905_clat^ 

122548_29 14-3334,coUagen_type_xviu_alpha(coll 8al)_mrna, _partial_cds_ 

127624_373-917,tissue_factor^athwayJmMb^ 

m57710J355-865,ige-bindingjrotein_(epsito^^ 

s54005_2-197,_thymosinjbeta-10_[human,_metastatic_m 
20 s75295_2339- 

2915,jaucleoproteinjtoteractor_^ 

s81578_13-271,_dioxin- 

responsive ^ene{putativejolyadenylation_signaljre^ 
u09410_1481-2003 9 zinc fingerjprote^ 
25 u26648 936-1482,syntaxinmrna,_compIete_cds 

u46025cdsJ2254-2710:inj;eversesequence,J2777-28 
3_p 1 1 0_subunit_g 

all_x57348_844- 1 377,mrna_(clone_9 1 12) 
all_x66Q87_3046-3563,a-mybjtnrna 
30 aUjx:69433_1312-1733,mmaJforjnitoc^^ 

x70476mma_2526-3024,subunit_of^coatomer_complex_ 

x98507cds_2790-30 1 8:in_reversesequence,_3 13 l-3293 5 mrtia_for_myosin-i_beta 
y08 1 36cdsJ292-496:mjreversesequence,_520-820 

35 Metagene 462 

d88155cds_1025-1357:inj:evereesequence,_439-^^ 
hg39254it4195_atjig3925-ht41 95 
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j02960cds#l_394-729:inreversesequence 5 _l 015- 
1252,_unknownjrotein^ene_extracted_froinbeta-2-adrener 
178833exon#24_1038- 
1476,j3rcal^ene_extracted_fh>m^^ 
5 ml6937_806-1310jiomeoj5ox_cljr6tein,_mma,_complete_cds_ 
all_m21064_1360-1426,migration_inM^ 
m76558J7124-7592,neuronal_dhp-sensiti^^^ 
1 d_subunitjnnia,__c * 
ul 8548 exon_620- 1046,gprl 2^^rotem^ 
10 u29 1 95exon_927- 1 443 ,neuronal_pentraxin_ii_(nptx2)_gene_ 

u32324_l 353- 1 67 1 ,interleukin- 1 l_receptor_alpha_chain_mraa,_complete cds 

u92027_524-1028,clone_61501_defective^^ 

all_xl5218_3012-351 1 ^ski^oncogenejnrna^ 

x5 1 954 exon_l 0-148 ,uq?^ene_for_imcoupling jprotein_exon/gb==x5 1 954_/ntype=dna_/annotr=exon_ 
15 x52282cds_1092-1597,mma_for_^^ 

all_x96698_662-1245,mnia_for_dl075-like _gene_ 

y0961 5cds_891-l 13 1 :injreversesequence,_1268~ 

1472,mma_forjtnitochondriaM^ 

yl3618J7553-7895,mmajFor_d^ 
20 z73677mraa_91-137,gene_encoding_jplakophilin_lb. 

Metagene 445 

ab0023 14_6334-6S98,mnia_for_kiaa03 1 6_gene,_complete_cds/gb=ab0023 14__/ntype=rna_ 
25 hg2600-hl2696_atjig2600-ht2696_guaninej^ 
oncogenejrelated 

hg2602-hl2698_atjig2602-ht2698_succinate_dehy^ 
127586_1755-2205,tr4_orphan_receptor_inraa,__complete_cds 
all_m24748_l 170-1 53 1 ^thral^gene^Cthyroid^jreceptor^alpha- 
30 l)_extmcted_fromthyroidjhoirnone_receptor_a 

u45983cds_789-1005:in_reversesequence,_1304-1496,g^rotein-coupled_receptor_gpr- 
cy6__gene,complete_c 

u49 1 87_1780-2206,placenta_(diff48)_mrna,_complete_cds 
U66464J2 13 l-2701^ematopoietic^rogenitorj^^ 
35 u70321_l 127-1643£ei^esvirasjentry_mediato^^ 

x66360cds_l 134- 1 5 18:in_reversesequence,_1629-l 689,mrnajpctaire- 
2_for_serine/threoiiinejprotein_kinase 

all_x90840_6383-6942,mma_for_ax:onal_transporter_of_synaptic_vesicles 
all__z80777_449-807,h2a/k_gene 
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Metagene 442 

hg2075-ht2 1 37_s_at_hg2075-ht2 1 37_camp-responsive_element_modulator,_altsplice_l 
5 m30135cds_139-361 ;in_reversesequence,_4255-4303,p40_t- 
cell_and_mast_cell_growth factor_(hi>40) _gene,_ 
ul3680_767-l 160,lactate_dehy^ 
' u66033_l 937~2495,glypican-5 _(gpc5) jtnma,__complete_cds 
all_x5 1420_2264-27 8 1 ,mma_for_tyrosinase-related_protein_ 
10 x58298cds_824-1371 :in_reversesequence,_1441 ,mma_for_interletikin-6-receptor_ 

Metagene 425 

ab0004 10mrna_947- 1442,hogg l_mma,„complete_cds_ 
15 dl3 1 1 8_61-523 :injreversesequence,_529,mmaj^ lgene 
dl661 l_1726-2299,mma_for_copropo 
d85418_875-1403,mma_for^ho^ 
d86519j^68-1932,mmajfor_^ 

d87845_l 946-22 1 6,mrnaJfor platelet-activating Jfoctor^ 
* 20 hg3491-ht3685_at_hg3491-hB685_zinc_finger^rotein_z^-36 

j03925_4 1 10-4656,mac-l^ene_encoding_complem lb,_complete_cds_ 

j04970_1397-1715 5 carboxypqptidase_m,__3 , _end , 

114595_1801-2077,alanine/serine/cyste^ 

134657mrna_2757-32 1 9,platelet/endothelial_celladhesion_molccule- l_(pecam- 1 )_gene_ 
25 m28212_175-69 1 ,gtp-binding ^rotein_(rab6)_mrna,_complete_cds 

m55543mniaj^56-1872,guanylatej>m^ 

m55683_2732-3242,cartilage_matrixjprote^ 

m62424J2868-3 1 1 7 5 thrombin_receptor_mrna,__complete_cds 

m63 1 54J977-1 541 ,intrinsic_factor _mma, jcomplete_cds 
30 m95 809_1 3 1 0- 1 850 5 basic_transcription_factor_62kd_subunit Jbtf2),_comple 

s83249_19-349,_ng- 

tra^txansporterjproteW^ 

uO3270_626-l 1 3 6 7 centrin_mrna,_complete_cds_ 
u20938J3946-4348,lymphocyte_dihydropyita^ 
35 u40992_839-1175 5 heatjshockjprotei^^^ 
u68133_4-133,scc- 
s4jauTia_expressedJbnypi^ 
u88667_6771~7251,atpj>indingjcasset^^ 
all_x00088_334-787,histone_h2b _gene 
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all_x6708 l_578-8 10^stone_h4_gene_ 
x69089j*333-4849 J mma_for_skeleta^ 

x89101 exon#3 JS-96:in_reversesequence,_l 83-1 88^nma_for_fas_(apo- 
1 ,__cd95)/gb=x89 1 0 l_/ntype=ma_ 
5 x90530cds_632- 1 1 00:in_reversesequence,_ 1 548- 1 554 ,mma_for ragb_protein 
z68747cds_656-l 106:injreversesequence,_l 177,mma_for_imogen_38 
z69915mrna_.31-244,mma_(clonejcr§}50711876). 

Metagene 389 

10 

j05125_1038-1422 9 triglyceride_Upasejtnma,_complete_cds 
m68840_1558-1924 > monoamine_oxidasejaj(m^ 
u85707_1922-2426Jeukemogenic_homologjprotein_(m 
u90916_1309-1825 9 clone_23815_mina_sequence_ 

15 

Metagene 363 

hgl496-htl496_s_atJigl496-htl496jadrenal-specificjroteinj)g2 
s73205_2183- 
20 2573,_insulinjactivatorJFactor_^ 

u00930_2705-3 1 9 1 ,clone_c4e_l .63_(cac)ii/(gtg)n_repeat-containing_mnia_ 
x5913 l_2735-3 1 19:not_in^bjrecoiri,dl3sl06_mmaJ^^ 

Metagene 350 

25 

dl4497 2222-2726;nmia_forjroto~oncogenej^^ 
d6401 5_1 126-1222,mmajfor_t-cluste^^ 

100352exon_l 952-2492,low_density_lipoprotein_receptor J£ene_ 
107493 193-63 1 ,repUcation^rotein_a_14kda_subunit_(rpa)_mrna,_complete_cds_ 
30 u20980_l 596-2 118 ,chroinatm_assemblyjFacto^ 

U34962 1 074- 1 5 60,transcription_factor_hcsx_(hcsx)_mrna,_complete_cds_ 
u4657 1JL 1 83- 1 687.,tetratricopeptidejrepeatjprotein^ 
x56088mrna_2240-2794 ? inrna_for_cholesterol_7-alpha-hydroxylase 

35 Metagene 344 

m57293mrna#l_4-289,parathyroidJiormone- 

relatedjeptideJpthrp)_gene,_exo 

m85276exon#2-5_5~92:in_reversesequence,_5295:notj^ 
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all_x69 1 1 6_2^34,mB7a_gene_for_ziiic_fingerjprotein_ 
z80345mrna_4931-5457,scad ^ene,_5'_utr_exonaiid(and Joined_cds) 

Metagene315 

5 

d83018J2645-3149,mmaJbrjiel-rela^^^^ 
all_J3 1 860_2084-2589,glycophorinjnm-t^ 
ml6961_937-1477,alpha-2~hs-glycoprotein_^^ 
aUju013 17_19502~63478,_epsilon- 
1 0 globin^ene_extracted_frombeta_globin_region_on_chromosome_l l,_epsil 
uO 1 877_8 5 1 7-8997,p300 jprote^mrnaj^complete^cds^ 

Metagene314 

15 104656_370-856 3 carbonic_anliydra 
149209exon_25- 

92,retinoblastoma_susceptibiHtyjprotein_(^ 

m84605_4280-4766,putativejDpioidjreceptorjtiiriia,_complete_cds_ 
ul4747_4 1 0-944,visiiun-likejpeptidehomolog_mma,_complete_cds__ 
20 u2 1 556_709-1204,membranejprotein-likejrotein_mrna,_partial_.cds/gb=u2 1 556_/ntypeF=rna_ 
u50929_l 9 1 0-233 O,betaine:homocysteine_methyltransferase_mm 
u83326cds_538-1010 ? cc_chemokine_receptor-5_(ccr5)_gene,_complete_cds. 

Metagene 259 

25 

m5747 1 exon_13-59 5 urate_oxidase_(uox)_gene J _exon/ gb=m5747 l_/ntype=dna_/annot=exon_ 
m99439__l 082- 1 385 ,transducin4ike_enhancer^rote^ 
u46024j2801-3377^yombularin_(mtml)_mma,jpartial_cds_ 
all_uS7341J2~ 

30 1 29,neurofilament Jriplet J jproteinjnrna ,_partial_cds/gb=ni5734 l_/ntype=ma,neurofilamen 
u82468_l 566-209 1 ,tubbyjrelatedjprotein(tulp l)_mma,_complete_cds 
x56741cds_85-595:in_reversesequence,_617,mrna_for_rab8_geiie_ 
x74328mma_J175- 

1745,j3b2_(peripheral)_cannabinoid^ 

35 

Metagene 232 
all_d38024_2639- 

3228,facioscapulohumeral_:muscular_dysfr^^ 
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hg2260-ht2349_s_atjkg2260-ht2349_duchenne_^ 
hg4020-ht4290_s_at_hg4020-ht4290_transglutaminase 
ml3994mma_4482-5005,b-cell_leuto 
alpha_protei 

5 u27516j2109-2555^ecombination^rotem^^ 
u82970j2601-3009,met^loendapeptidaseji^^ 

x03 168cds_926-1400:injreveisesequence,_1497-l 509 5 mma_for_s-protein_ 
all_x89067J75 1-1 136,mma_for_trpc2_transcript_(possible __pseudogene) 

10 Metagene 226 

abOO 1 325_967- 1 3 87,aqp3^ene_for_aquaporine(water_channel),_partail_cds 
all_d3 1 784J3 8 04-4249,mrna_for_cadherin-6__ 
d42087_1034-1388 9 mrna_forjdaa01 18 __gene,jpartial_cds__ 
15 d87436_j5660-61 16^iima_for_kiaa0249_gene,_complete_cds 

all_132866_67-452,effector_celljprotease_receptor- l_(epr-l) _gene,_partial cds 
aUml7262_16806- 

26862:in_ml7262cds_1666,prothrombi^ 

m26692exon#l_37- 1 95 ,lymphocyte- 
20 specific jrotein_tyrosine_kinase_(l^ 

m30269_44 1 7-4849,nidogen_mma,_complete_cds 

S55606J7 1 8-1228,JbetaceUulinJhuman > _mma,__1271_nt] 

u02019_1958-2462,au-rich_elementjiia-^^ 

ul 8934_4229-43 1 1 ,receptor_tyrosineJkinase^ 
25 u58034cds38- 

224,myotubularinjrelatedj^ 

u79246_1346-1748,clone_23799_mrna_sequence_ 

u79289_l 287- 1 809,clone_23 695_mma_sequence_ 

x7 1 125utr#l_20-398:in_reversesequ^^ 
30 all_x97261_25-333,mmaJforjmetalto^ 

x97674cds_4092~4326:injreversesequence,_4536- 

4758 ,mma_for_transcriptional_inte 

Metagene 188 

35 

dl0537_1359-1876,mmajfor_majorj3tra 

d26443_3282-3822,mrna_for _glutamate_transporter,_complete_cds 

d3 1 897_1 050- 1 548 ,mrm_for_doc2_(double_c2),__complete_cds_ 

d3 8 08 1 2 769-2 8 5 3 > mrna_for_thromboxane_a2_receptor ? _complete_cds 
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d43767_43-505,mrna_for_chemokine > _complete_cds_ 

d50855J2772-3309^nnia_for_ca-sensing_receptor,_complete_cds 

d63940_153-656,nma_for_im^ 

d80007_5240-5768 ) mma_forjdaa0185^ene ) jpartial_cds_ 
5 d82344_2434-2986^nma_for_nbphox,_coinplete_cds_ 
d89501 exon#3_206-441 ,pbijgene,_complete_cds 
hg3405-hB586_atJig3405-ht3586_zinc_fmgerjrotein_hzf3 
hg3495-ht3689_atJbg3495-ht3689_collagen,_type_ix,_alpha_l 
hg358-ht358_atJig358-ht3S8JaK>meoti^^ 
10 hg3921-ht4191_f_at_hg3921-ht4191_homeoticjprotein_c6,J 
hg3962-ht4232_at_hg3962-ht4232_sialyltransferase,_stx 
hg4069-ht4339_S3tJig4069-ht4339_monocyte_chemotacticjrotein^ 
hg43 1 8-ht4588_s_at_hg43 1 8-ht45 8 8 Jim-domain_ti^nscrip tion_factor Jim- 1_ 
10773 8_7 17-11 25,dhp-sensitive_calcium_chame^^ 
15 107765_1443-1923,carboxylesterase_mma,__complete_cds_ 
110403_834-1254,dnaJ>indingjprotem^ 
13 188 l_929-1385,nuclear_factor_i-x_mraa 5 _complete_cds 
13 85 17mrna_766- 1 228 5 indianJiedgehog ^rotein^ihh^mma^S^end 
143338mnia_25-15 l,(cloneJj la)_cadherinjnarna_fi-agment/gb-143338 _/ntype=ma 
20 . 143366mrna_l 3-1 57,(clone_jj lb)_cadherin_mma_^gmentygb=143366 Jntype=™a 
ml5059mmaJ025-1487,fc-epsilon_ra 
aUml9878_1799- 

1 946,calbindin_27_gene,_exonsand_2,_and_alu_repeat/gb= :: TO 1 9878_/ntype=dna_/ annot?=exoii, 

m20203 cds_242-3 64 ,neutrophil_elastase_gene_ 
25 m55047_2637-3207,synaptotagmin_mrna,_complete__cds 

m55067J754-1324,474cd_autosoma^ 

m59488mma_536-1016,sl00jroteinJ)eta-subunit J gene_ 

all_m60752_611-863,histoneji2a.l_(b2a)_gene 9- complete_cds 

m64676mma_1619-1892,k+_chai^ 
30 m80647_1317-1857 J thromboxane_^^ 

m8437 lmrna_13 1 8- 1 824,cdl 9_gene,__complete_cds 

m85247mma_141- 

597,dopamine_dlajreceptor^ 

all_m86528_954-1357 5 neurotrophin-4 - (nt-4)^ene,_complete_cds_ 
35 m97639„3533-4037 3 transmembrane_receptor_(ror2)_mma,_complete_cds 

m97675JZ799-3309,transmenibranejra^ 
m97925mrna_121-409,defensingene,complete_cds 

s71824_2437-2881,ji- 
cam=145jcda_neural_cell_a^ 
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u05 659_5 8 1- 1 049, 17beta-hydroxysteroid_dehydrogenase_typenima,_coinplete_cds 
u06698_3269-3779^euronal_kinesin_heavy_chain_nm 

u 1 0485_1 906-2326,lymphoid-restricted_membrane ^rotein_(jawl)_mma,_complete_cds 
ul 1037_19^99 5 sel~l_likejmrna,_complete_cds 
5 ul 1 875_48-144 5 interleuldn- 

8_receptor_type_b_(il8rb)_mraa,_splice_variant_il8rM,^ 

all_ul2471_1014-1255,_thrombospondin-p50 _gene_extracted_fromthrombospondin- 

l_gene,_partial cds 

ul6861_1076-1610,inward_rectify^ 
10 u28131_88-283,hmgi-c_chimeric^ 

u29700cds_1308-1644:in_reversesequence,_8352--8382,anti- 

mullerian_hoTmone_type_ii_receptorjprecursor_ 

u35340jl42-868,betaj>l-crystallin_i^ 

u38227_3-41 1 ,testis-speci£ic Jiexokinase(hhW^ 
15 u45982cds_759-1035:mj:ever^ 

6 gene, complete c 

u49742cdsJ744-984:in_reversesequ^ 

u50146mma_39-543 s typeneuropeptide^ 

u62433_2748- 

20 33 1 8,nicotinic_acetylcholinejreceptor_alpha4_subuiiit L _prec\irsor,__mrna,_complete_cds_ 
u76366_4225^720,treacher_collins_syndrome_(tcofl)_mrna,_complete_cds 
u79303_939-1479 5 clone_23882_mma 5 _complete_cds. 

u83 1 7 1_23 13-2865 ^acrophage-derived_chemokinejprecursor_(mdc)_mma,_com 

x05323cds_j426-792:not_in_gb_jecord,mrc_ox-2 __gene_signal_sequence 
25 xl4830cds__1033-1423:in_reversesequence 5 _1547- 

1 57 1 ,mrna__for_muscle_acetylcholine_receptor_beta-subvini 

xl6666cds322-841:injreversesequ^ 

x64044cds_l 066- 1402:in jreversesequence,_l 538- 

1 592^mnma_for_laxge_subunit_of_splicin^ 
30 x7 1 135cds_l 083- 1 308:injreversesequence,_l 752- 1 977,sox3__gene 

x73 1 13cdsJ2973-3339:in_reversesequence,_3430-3520,mma_for_fast_mybp-c 

aUjx74496_1967-"2520 ? mrna__for_prolyl_oligopeptidase 

x76770mrna_142 1 - 193 1 ,pap_mrna 

x78710mmaJ2773-3247,mtf-l_nra^ 
35 aU_x79200_380-600,mmaJfcr_syt- 

ssx,_synovial_sarcomajranslocatio^ 

x83 572__1 3 92- 1 920,arsd_mrna_ 

all_jx93 92 1J942- 1 47 1 ,mrna Jfor jprotein-tyrosine-phosphatase_(tissue_type:_testis) 
y09321cds_1961-2375:injreversesequ^ 
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y09392exonM_364-884,mrna_for_wsl-k,_wsl-sl_and_wsl-s2jroteins_ 
y 1 0 14 1 cds_5 6-286,datl_gene 5 _partial,_vntr/gb=y 1 0 1 4 l_/ntype=dna_/annot=cds 
z4703 8cds_267-698,partial_cdna__sequence,_clone_xl 01 , _j)utative_microtubule- 
associated; jprotein_l a_(ma 
5 z485 1 0exon#5-7_47-6:injreversesequence,__47 1 pcg__mma_(clone_fb l)/gb=z485 1 0_/ntype=rna 
z68274Qds_182- 

632,dna_sequence_firom_cosmid_l 1 29h7,_himtington_disease_regioii,_chromosome_4p 1 6.3_cont 
Metagene 182 

10 

dl6626j2478-3006 9 mma_for_histidase,_.complete_cds 

d84424_l 603-2053 ,fetal j3rain_mma_for_hy aluronan_synthase ? _complete_cds 
hg2999-ht4756_s_atJig2999-ht4756_thyroidjperoxidase,_altspH^ 
13 1 529cds_l 308-1 578 :inreversesequence,_l 945 -2053, betal- 
15 syntrophia^sntjbl^ene^complete^cds^ 

m81650mma_1200-1566,semenogelin_i_(semgi)^ene,_complete_cds_ 

u46023_4040-4544^q28_mrna,_complete_cds_ 

all_z48570_1408-1991,spl7_gene_ 

20 Metagene 181 

af000545cds_461- 
983,putativejpurinergic_recepto^^ 

d79995_4440-4806,mmajfor_kiaa0173 _gene,_complete_cds 
25 hg23 14-ht24 1 0_at_hg23 14~ht24 1 0_4-beta-galactosyltransferase 

hg2325-ht2421_atJig2325-hl2421_retinoic_acid_receptor,_gainma_2_ 
j00212inrnaJ393-761 5 leukocyteJ^ 

140394mrna_1312-1750^clone_sl94)_mnia,_3 , _end_of_cds_ 

l77566mnia_1103-1655,dgs-i_inTna 5 _3'_end_ 
30 ml55 17cds#3_155-419:in_reversesequence,_803- 

923,_ttr^ene_extracted_fi:ommutantjprealbumin _gene_direc 

m5 5 267mrna_57 3- 1 03 5 ,ev 1 2_protein_gene 

m77235_7902-8418,cardiac_tetrodotoxin-insensitive_voltage- 

dependent_sodium_chameI_aIpha_subxuiit_(hh 
35 m80899J3582-4002,noveljproteinja^ 

ail_m81780_3896- 

4359,jsmpdl_gene_(acid_sphingomyelinase^ 

m86934_1529-1973,gsl_(protein_of_unknown_function^ 

m90820_1286-1742,rapamycin-binding^ro^ 
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s774 1 5cds_660-948 :in_reversesequence,_J449- 1 6 1 7, jtnelanocortin- 
4__receptor_[liuman 5 _genomic,_l 67 l_ntL 
uO 1 2 12cds_l 53-4 1 1 :in_reversesequence,_1715- 
1 943 ) olfectory_markerjprotein_(omp) _^gene,_complete_cds_ 
5 u03187_1505-2015,U12_receptor_component_mma ) __complete_cds 
u09607_3463-3730jak_familyjprote^^ 
ul 1 7 1 7J3500-3743 ,calcium_activatedjpotassiu^ 
ul2779_1685-1959,mapjdaase_activated^ 
all_xil3061_518-10204ehydroepiandrosterone_sulfotr^ 
10 u20325exon#3_57~ 

477,cocainejand_amphetaminejreg^ 
u27330__1474- 

1933 9 alpha_(l,3)_focosyltransfe^ 

u30185_1981-2485,oiphan_opioidjrecept^^^ 
15 u3233 l_1974-2526 9 rig_mma,_complete_sequence_ 

u46901mma#l_1088-1640,nacp _gene_ 

u48437_1855-2293,amyloidjprecureor-lik^^ 

u57057cds_1239-1515:mjreversesequ^^ 

u63312exon#l_4-199:not_in_gb_jrecord 3 cosmid_U12nc01- 
20 242el ,etv6__gene,_exons_lb_andand__partial_cds/gb 

u79266_972-1482,clone_23627_mrna ? _complete_cds. 

u79302_ 1414-1 906,clone_23 855_mrna ) jpartial_cds. 

u80987_438-948,ti^criptionJFa^^ 

u82759_406-571,homeodoniainjroteia_hoxa9_mma,_complete_cds 
25 all_x0420 1 6 19- 1 073,skeletal_muscle_l .3_kb_mrna_for_tropomyosin 
x66364cdsj*54-814:in_reverses^^ 
aU_x67734_4037-4470,mma_for_t^^ 
all_x69699_2 1 55-2654,pax8_mrna_ 

aU_x83378_4940-5523,inrna_for^utative_cMoride_chaime^ 

30 

Metagene 151 
ac002464cds_799- 

1 345 ? bac_clonejrg3 3 lp03 ,_complete_sequence/gb=ac002464_/ntype=dna_/annot=cds_ 
35 d87457_l 568-2060 5 mma_forJciaa028 l_jgene,_complete_cds 
hg4109-ht4379_atjkg4109-ht4379_olfactoiy_receptor_orl7-30 

u3 1 2 1 5_3797-4037 jmetabotropic^glutamate^receptoralpha^Cmglurl alpha)_mrna,_complete_cds 
x03473cds_270-552:inj-eversesequence,_1054-1150,gene_forjiistone_hl(0) 
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x06948cdsj*82-680:mjreverseseq^ 
subunit_(fc 

all_z 121 73_1 808-236 1 ,gns_mrna_encoding_glucosamine-6-sulphatase 
5 Metagene 124 

all_x00038_599-718,h4Jiistone_gene_ 
Metagene 102 

10 

d252153320^839,mma_forjdaa0032^ene^^ 

d86974_5077-5308 9 mmajforjdaa0220 _gene,jpartial_cds_ 

hg3 123-ht3299_at„hg3 123-ht3299_homeoticjprotein _gbx2_ 

I20861_3555^089 J proto-oncogene_(wnt-5a)_mma,_complete_cds_ 
15 129339mma_1862-2324,m+/glucose_co-transporter_(sgltl)_gene 

m91083mma_989-1469,dna-bindingjrotein_(hrcl)_mma,_compl^ 

m96684_609-867,pur_(piJu:-alpha)_mraa,_complete_cds 

s90469_1802-2300,_cytoclirome_j>450_red^ 

u05237J2192-2570/etai_alz-50-reacti^ 
20 u 1 3 896_2487-30 1 5 5 homolog_of_drosophila_discs Jargejprotein, Jsoform(hdlg- 

2)_mma,_complete_cds 

u47054_853-1357,putative_mono-adp-ribosyltransferase_(htmart^ 
u50327mrna_1463~2020 ? proteinjkinase_c_substrate__80k-h _gene_(prkcsh) 
u66615jl601-5165,swi/snf_comple^ 
25 u79288__l 035-1509,clone_23682_mrna_sequence__ 
allx69878_3909~4372,flt4_mma_for_trans 
alljt83618_1574-1995,nima_for_3-ty 

x96506cds_96-44 1 :injreversesequence,_600-63 1 >mmaJfor_nc2_alpha_subunit_ 
30 Metagene 90 

ml6653mma_652-742 9 pancreatic_elastase_ub_mma,_complete_cds 

s835 1 3_1328~ 1 840, __pituitary_adenylate_cyclase_activating L _polypeptide_[human J _mrna s _1940_ntL 
u08049exon_19-475 ? peripheral_myelin^rotein-22_(pmp22)_gene,_non-- 
35 coding_exon_la/gb=u08049_/ntype=dna 

u24056__l 237- 1 787,inward_rectifier_k+_channel jprotein _(hkk2)_mrna,_compIete_cds 

u43885_1914-2442,grb2-associated_binder-l_mma 3 _complete_cds_ 

z49105mrna_1064-1259,hd21_mrna_ 
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Metagene 56 

ab000467_1590-2118,_clone_res4-25,_j)artial_cds 
d 1 6 1 8 1 exon__l 310-1712 ,pmp2 ^ene_forjeripheral_myelin_protein_2_ 
5 hg4165-ht4435_atjig41 65«ht4435 Jipc-1_ 
117328_1400-1868 9 pre-Vnk_cell_associa^^ 
122650_84-636,earlyJ^phoid_activation^^ 

m24902mnm_2694-30 1 8,prostatic_acid^hosphatase_mraa,_coniplete_cds_ 
m82882_3023-3503 9 cis-acting_sequence_ 
1 0 s766 1 7_2203-2569,_blk^rotein_tyrosinejkinase_[hum 
s78467_987-1384,^pig-a- 
ii=glycoinositol^hosphoHpid_ancto^ 
u20350_2697-3045,gjprotein-coupledjrece^ 

u46194_1466-1997,renal_ceU_carcinoma_a^ x 
15 u66726_2378~ 

2846,testis_specificjma_bindingjprote^ 
u85265J7- 

63,downjsyndromejcritical_region^^ 

20 Metagene 35 

afO 1 2024_658- 1 1 75,integrin_cytoplasmic_domain_associatedjprotein_(icap- 
1 b)_mrna,_complete_cds/gb=afO 

d23 660_8 89- 1 3 69,mma_for_ribosomal_protein J _coniplete_cds_ 
25 d3 1 883_6 1 53-67 1 1 9 mrna_for_kiaa0059_gene,_complete_cds 
d78361_504-942 5 mma_for_orrdthine_decarboxylase_antizym 
d8633 1_1 28 1-1 777 9 mt2-mmp^ene_for_matrixjtnetal^^ 

hgl 103-htl 103_atjigl 103-htl 103_guanine_^ nucleotide-bindingjprotein_ral,_ras-oncogene_related 

hg 1 80-htl 80_athgl 80-ht 1 80_ahnak-ajaucleoprotein_ahnak-a_ 
30 hg2873-ht3017_at_hg2873-hB017jribosomalj^roteinJ30_homolog_ 

hg3362~ht353 9js_at_hg33 62-hB539_chromosomal-translocation_associated_gene Jtg 1 9/enl_ 

hg3395-ht3573_s_atJig3395-ht3573JlnajJio^ 

hg3549-ht375 1_at_hg3549-ht375 l_wilm_tumor-related_protein 

hg4319-ht4589_atJhg4319-ht4589_ribosomaljprotein J5 
35 hg821-ht821_atJig821-ht821jibosomaljrotein_sl3_ 

j03592J707- 1 085,adp/atp_translocase_mrna,_3 f _end,_clone_phat8 

j04617cds_1069-1364:in_reversesequence,_3823-4030 5 elongation_factor_ef-l- 

alpha_j*ene,_complete_cds_ 

104483_39-272 9 ribosomaljroteins21_(^ 
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106499mma3-301^bosomaljrotein_B7a 
106505mma_259-553jibosomaljproteinjl^^ 
107868_4919-5429,receptor_tyro^ 
111566J77-521,ribosomaljroteinJ18_(^ 
5 all_ml0277_3236-3578,cytoplasmicj3eta-^^ 

ml7886mmaJ7-475,acidicjribosomaljhospho^ 

ml 8000cds_78-360,ribosomal_protein_s 1 7_gene,_complete__cds 

ml 9828exon#8_l 305- 1 576:in_reversesequence,_143 67- 1 45 1 8 9 apoHpoproteinJb- 1 00_(apob)_gene_ 
m24194mma_504- 
10 10234nhc^roteinjhomologous_^^^ 
alLm31520_25- 

590,i^osomaljrotein_s24_mma 5 ribosomal^ 
m31520mrna_2- 
. 106,ribosomal^rotein s24_mma,ribosomaljro^ 
15 m36072 J368-770,ribosomaljrotemJtfa_(su^ 

m55409_556- 1 069,pancreatic_tumor-related jrotein^mrna^^end 

m58603J3120-3600,nuclear_factor^^ 

b)_mma,_complete_cds 

m60854_19-373,ribosomaljprotein_sl6_iimia,_complete_cds_ 
20 m64098_3873-4305Jiigh_density_Hpoprote^ 

m647 1 6mnia_3 1 -45 1 ,ribosomal_protein_s25_mrna,_complete_cds_ 

m81757_49-421,sl9_ribosomaljprotein_mma,_complete_cds_ 

s79522_l 9-481 ,_ubiquitin_carboxyl extension^ 

u07804_1857-2384 ) dna_topoisomerase_i_mrna,jpartial_cds_ 
25 u07806_2865-3382,camptothecmjresista^ 

u09953_153-621 J ribosomaljrotein_19_mraa,_complete__cds_ 

ul4968_133-451,ribosomal^rotein_127a_nmia,_complete_cds_ 

ul4969_43-451,ribosomdjprotein_128_mrna,_complete - cds_ 

ul 497 1_9 1 -66 1 jribosomaljprotein _js9 jcnma,_complete_cds 
30 u 1 4973 1 3-23 5 ,ribosomal jprotein_s29_mnia,_compIete_cds_ 

u25789_l 9-48 1 ,ribosomaljprotein_12 l_mrna ? _complete_cds_ 

u49352J548-n06JtiverJ^dienoyl-coa_r^ 

u49785_3 1 1-641 ,d-dopachrome_tautomeiase_mma,_complete_cds. 

u78027mnia#3_3-350 5 J441_geneJ144- 
35 like_ribosomaljrotein)_extractedJro 

u79273_85 1-1 127,clone_23933_mma„sequence 

U83461J235- 

1619 ? putative_copper_uptake jrotein_(hcti^)_mrna,_complete_cds/gb= : ai8346 l_/ntype=rna 
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xO 1 677cds j629-983 :inj:eversesequence,_J 1 09- 1 229 Jiver jmma Jfor jglyceraldehyde-3- 
phosphate_dehydrogen 

x03342cds_51-375:injreversesequence,_439-445 s mm^ 
x06617mma_3 l-475,mnia_for_ribosomaljprotein_sl 1_ 
5 xl6064cds__147-483:in_reversesequence,_625- 
745,imTia_for_translationally_con^ 

xl7206cds_l 1 l-585:in_reversesequence,__885,mrna_for_llr^)3_ 
x52966cds_ll-299:injreversesequence > _19-373,mma_for_riboso 
x55715cds_228-618:injrevereesequence,J748-784Jb^ 
10 x56932cds_l 14-576:in_reversesequence J __61 l-623,xnrna_for_23Jkd_highly_basic_protein_ 
x56997mma# 11 9-475 :not_iajgb_record,uba52^ene_coding_for_ubiquitin- 
52_amino_acid_fusionjprotein 
aU_x64707_401-888,bbcl_mma_ 

x67247mraa_116-662,rps8_gene_for_ribosomaljpiX)tein_s8_ 
15 x69 1 50mma_25-403, J06432mma_for_ribosomalj?rotein_sl8 
x79234cds__l 15-51 l,mma_Jfor _ribosomal_protein_ll 1_ 
z26876_43 -3 28 ,gene_for_ribosomal_protein_I3 8_ 
z28407cds_220-703:injreversesequence,J^ 

z49148cds_2-418:injreversesequence J _18-589,mrna_for _ribosomal_proteiii_129_ 
20 z69043cds_66-489:in_reversesequence,_30-598,mma_translocon- 
associated^protein^delta^subunit^precurs 
all_z70759_4-25 1 a mitochondrial_l 6s_rrna_gene_(partial). 

Metagene 2 

25 

dl3633_2141-2597,mma_for_kiaa0008_gene,_complete_cds 
11 9783_895- 1 35 l,gpMi_mrna,_complete__cds_ 
133262_1751-2273,dna_repair_and_recombination_^^ 
m29927exon_229-703,orai1hine_aminotransferase_gene_ 
30 u09087_2090-2543,thymopoietin_beta_.innia J _compiete_cds 
u67611_788- 

1 1 30:not_in_gb_record,_mouse_transaldolase^ene_mma,_complete_cds/ gb=u676 1 1 /ntype^rna 
u72936_9836- 

10377,putative_dna_dependent_atpase_^ 
35 aUjx6749 1_839-1 137,geneJfor_glutamate_dehydrogenase - 

x99586cds_12-223:in_reversesequence,_329,iimia_for_smt3cjprotein_ 
z46629mma_3352-3730,sox9 mrna 

Metagene 1 
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100137cds#l_6-234:in_reversesequence,_8- 
1 34 :not_in_gb_record,_ghrf ^ene_(growthJbiormone_releasing_fa 
m33478mma 653-1049,33-kda^hototransducingjrotein_mraa,_^ 
5 aU_m34344_114-364:in_m34344cds_3032-3069,p^ 

m628 10_1350-1 818,mitochondriai_transcription _factornirna,_complete_cds_ 
m73239mrna_J21 14-263 8 ,(cIone_sfl )_hepatocyte _^rowth_factor_(hgf)_mrna, complete_cds__ 
m81758_7258-7798 5 skeletal_mnscle_voltage- 
dependent_sodium_chaimel_alphajsubi^ 
10 aU_u51561_10617-28244:in_u51561cds_50,cosmid_n79e2,_complete_sequence 
u75309_l 8 13-2376,tbp-associated_factor_^^ 
u9509(hnma_2166-2418:in_fullsequence,_36716- 
36854,chromosomecosmid_fl9541,_coraplete_sequence 
all x 1 3766_14-55 1 3 beta-casein_mrna_3'_-tenninal_fi-agment_ 

15 

Metagene 434 

all_m26665J£67~307,histatin(Ws2)jro^ 
m28 130mrna_654- 1 002 3 interleukin(il8)_gene,_complete_cds 
20 m33684cds_288-788 J (clone_lambda-10-2^ 

ul0492_1894-2266,moxljrotein_(moxl)_mrna,_complete_cds 
ul8985_2460-2922,triadin_ninia > _coniplete_cds 

u48213mma_103 1-1 601,d~site_Jbinding _protein_gene, _promoter_region_and 

25 Metagene 408 

d42039_3568-4074,mma_forjdaa008 1 _gene,_partial_cds_ 

d55643_443-1019 9 spleenjabl_(pseudoautosomalj3Oundary- 

like_sequence)_mma,_clone_sp2/gb=d55643_/ntyp 

30 

hg3993-ht4263_at_hg3993-ht4263_cpg-enriched_dna,_clone_sl2_ 

102785_2412~2790 3 colon_mucosa-associated_(dm)_mrna,_complete_cds_ 

m28826_976-1252,thymocyte_antigen_cdlb_mraa,jcomplete_^ 

35 Metagene 211 

ab006 1 90J705- 1 179,mina_for - aquaporin_6,_complete_cds/gb== : ab006 190_/ntype=rna_ 
d 1 3 642 4248-4722^nraa_forJkiaaOO 1 7 jgene,__complete_cds 

d3 1 8 1 5_797-1295,mma__for_smp-30_(senescence_inarker jprotein-30) > _complete_cds_ 
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d3 1846exon#4_179-713,gene_for_a^ 

d38305J701-l 18 l^aima_for_tob,_complete_cds_ 

d63482_1722-2226^nnia_forjdaa0148jgene,_complete_cds 

d82070„285-843,acl_mraa,_complete_cds 
5 d85527JJ7-349,mma_forJim_domain 5 ^ 

d87460j>023-2503,mmajfcrj^^ 

d87468_2496-2886,nuiiaJfor_^ 

hg 1 649-htl 652_at_hgl649-htl 652__elastase__ 

hg!800-htl823_atjagl800-htl823_ribosomaljrotein_s20_ 
10 hg226 1 -ht23 52_at_hg226 1 -ht23 52_antigen,_prostate_specific ? _altspUce_form_3 

hg2604-ht2700__at_hg2604-ht2700__pan-2_ 

hg3432-ht3618_atJig3432-ht3618JIbrobla^^^ 

hg3987-ht4257_atjig3987-ht4257_cpg-emfc^^ 

hg4036-ht4306_at_hg4036-ht4306_retinoblastoma_ 
15 hg4051-ht4321_atjig4051-ht4321^ 

hg4662-ht5075_atjag4662- 

ht5075_omega_Hght_chain,_iinmunogto^ 

hg896-ht896_atJig896-ht896jhrombospondin_ 

hg919-ht919_atjhg919-hm9_dnaj^ 
20 all_k03460_3-379,alpha-tubulinjsotype_h2-alpha_gene,_last_exon 

120965_3164-3680,phosphodiesterase_mma,_complete cds 

123852mma_1122-1674,(clonejzl46)^ 

136720_66 1 - 12 19,bystin - mrna,_complete_cds_ 

142621mrna_l 775-223 Uy-9_mrna,_complete_cds 
25 17756 lmraaj 83- 1 093,dgs-djtnrna,_3 , _end 

all_ml3903_l 676-203 1 ,involucrin_mrna_ 

m27749_245-323,immimoglobulm-related_ 

related_14.1_pr 

m30185mma_1234-1666,cholestei^l_ester^^ 
30 m34079_830- 1 298 5 immunodeficiency_virus jat__transactivator _binding_protein- l_(tbp- 
1 )_mma,_compIete_c 

m34182mrna#l_l 1 12-1517 5 testis-specificjproteinJkinase_gamma-subuni 
s76992_2 1 82-27 1 0,_vav2=vav_oneogene Jiomologjhuman^^ 
s78771_1149-1661,_nat=cpg_island-associated^e^^ 
35 s81003_130-640 5 J- 

ubc^biquitinconjugat^ 

uOl 157_2506-2992,glucagon-like_peptide- 

l_receptor_mma_with_ca_dinu^^ 

uO 1 922_405-92 1 ,btk_region_clone_fci- 1 2_mrna 
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U08336J3 68-872,basic_helix-loop-helix_^ 
u092 1 0_1 9 1 0-2396,vesicular_acetylcholme_t^ 
u20908cdsJ^-193,cloneJ350/2_melanoma_iiH 
l)_ j gene 9 _partial_cds/gb=u20908 
5 u31 903_2052-25 1 0,creb-rp_(creb-ip)_mrna,_complete__cds 
u34880_l 699-21794pl^Linnia,_complete_cds 
u37673_2848-3412,neuron* 
specific_vesicle_coat^roteinjand_^ 
u39576_2486-2852 > butyrophilinjrec^ 
10 u49089_2571-3075^etm>endocrine-dlg_(ne«dlg)_mma,_complete_cds 
u52696J703-742,adrenal_creb-ip_homolog_^^ 
x_(xb),jpartial_cds,_mr 

u59302_4047-46 1 7,steroid_receptor_coactivator- 1 f-sro l mrna, complete_cds_ 
' u62317mma#3_1056- 
15 1488,_hypotlieticaljproteinJ384d8gen^^ 

u66059cds#21_49-283:in__reversesequence 3 _207121-207343,gennline_t- 

cell_ receptorJbeta_chain_dopamine-b 

u73328_9 1 8- 13 14,dlx7 Jdk7)_mma,_complete_cds_ 

u76764_2544-3054 5 cd97jtnma,_complete_cds_ 
20 u78521_655-l 1 1 l ? immunophilin_homolog_ara9 __mrna,_complete_cds 

u78678_191-683,thioredoxin_mma,_nuclear ^ene_encoding_mitochondrialjprotein,_complete__cds 

u79258_8 6 1- 1407 ? clone_23732__mrna,jpartial_cds 

u81001_2773-3O39,sni^n_mma,_3 , _utr,jartial_sequence 

u90543_2445- 
25 2739,butyrophilin_(btfl)_mm^ 

u96629mrna#2_3194- 

3722,__2a8.2 ^ene_(unknownjrotein_cit987sk_2a8^ 

all_x 14085_1 25 1 - 1422,mrna_forj3eta- 1 ,4-galactosyltransfarase_(ec_2.4. 1 .22)_ 
J all_x62573_l 608-2161 9 ma_for_fcjreceptor,_tc9 
30 all_x66785_2930-35 1 1 ? mrna_for_transacylase_(dbt)_ 

all_x788 17_2647-3236,partial_cl__mnia_ 

all_x83368j4789-5345 5 nmia_forjhosphati^ 

x9640 1JL 673-2 1 86 9 mrna_for_rox_protein 

x96924mrna_l 1 84- 1 2 1 5,gene_encoding_mitochondria^ 
35 all_x99133Jtf42-5685:in_x99133cds_563-597:TO^^ 

z31560cds_475-923:in_revereesequence,_953,so 

Metagene 145 
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ab000450_1298-1730,mnia_for_vik2,_completecds_ 
ab000464_328 l-3743^clone_res4-24a,_exon_l ,_2,_3,_4_ 
ab001106_3542-4088,mmajbr^tta_matra 
d00723_642- 
5 111 0,mmafor_hydrogen_carrierjprotein^^ 
dlll51exon_1936-2434,dnaJfcr_endofo^ 

dl2625_2036-2219,mrna_for_nfljprotein_isofonn_(neurofibrom 

dl2676_1884-2220pnnia_for_lysosomal_siato^ 

dl3635_4583-5 1 17^iiina_forjkiaa0010_gene,_complete_cds 
10 dl3789_1594-2062,mma_for_n-acetylglucosa^ 

dl4662_1082-1592^tnjiia_for_kiaa0106^ene,_complete_cds 

d2 1 163_3 1 83-3693 ,mmajfcrjdaa003 l__gene,_complete_cds 

d86549_609-969,mma_for^97_homologous^rotein,_partial_cds 

d88532 3016-3328 3 iimia__for_p55pik,_complete_cds_ 
15 104733_1785-2265JdnesinJftgut_^ 

108488_1206-1644,inositoljolyphosphate_l-pho 

113434_2304-2850,chromosome_3p2 1 . l_gene_sequence,_complete_cds_ 
122009_1 642-2056,hnrnp_h_mrna,__complete_cds 
127476_390 1 -4429 9 xl 04__mrna,_complete_cds_ 
20 138933mrna_883- 

1393,_theJtongest_open_reading_fi^ 

141939mrna_3 197-373 l,(clone__fbk_iii_l lc)^rotein- tyrosine Jdnase_(drt^^ 

m37190mnia_1220-1796 J ras_iiihibitor_mraa,_3 , _end 

alljm54968_5 1 80-5775 Jo-ras_oncogene ^j)rotein_mrna,_complete__cds_ 
25 m64936_2808-3264,retinoic acid-inducible endogenousjretroviral_dna 

m91029exon#3_2581-2977,amp_deaminase_(ampd2)_mrna_ 

s59049 J786- 1 3 1 4,_bB4^b_ceU_activation^ene_[human,__mrna J _l 398_nt]_ 

s73 1 49mrna_293-827 5 _insulin- 

like_growlli_facto^ 
30 u08023JJ037-3529,ceUularjproto-oncogen^^ 

u083 1 6 1 7 1 9-2235,insulin-stiinulatedjprote^ 

ul 5782_2237-268 1 ,cleavage_stimulation_factorJ77kda_subunit_mrna,_complete_cds 
u23028_1702-2236 3 eukaiyotic_initiati^ 

u39487_3877-4339 J xanthine_dehydix>genase/oxidase_mma, - complete_cds_ 
35 u8565 8 23 10~2736 5 transcription_factor erf- i_mrna,_complete_cds_ 
x62083_3969-4029,mraajfor_drosophila_fem^^ 
alLx69962j*188^308,finr-l_mrna 

aU_x82125_2007-2368^ok-2_mma_for_zinc_fingerjprotein 
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Metagene 143 

dl 4663J7 85- 1 259 ,mmajfcr JtiaaO 1 07^ene,_complete_cds_ 

d3 849 6_3 6 1 5 -4 1 70,mma_for_Jztr- 1 ,_complete_cds_ 
5 d42084_J21 12-2610^nrna_for_kiaa0094_gene, jartial_cds_ 

d49400_l 15-655 ,fetus_brain_mma_fo^ 

d84294mma_8552-9020,inma_for_1prdi 5 _complete_cds 

d86988_4716-5220^nma_forjkiaa0221^ene,_complete_cds 

d87445_6334-6892^nma_forjdaa0256_gene^complete_cds 
10 hgl322-ht5143_s3t_hgl322-ht5143_smaU_nuclearjribonucleoprotem 

hg3484-h0678_s_atJbig3484-hB678jrotein_kinase 

j04794mraa_5 67- 1 07 1 ,aldehyde_reductase jtnrna, jcomplete_cds 

109209__3 1 14-3666,amyloidjprotein_homologue_mraa,_complete_cds — 

135249inma_2225-2690,vacuolarjn+-atpase_n^^ 
1 5 149380mrna_29 1 6-34 14,clone_b4_transcription ^factor _zfm l_mma,_complete_jcds 

ml4483mma_41-443,jtma^ene_extractedjfro 

m26708_549- 1 008,prothymosin_dpha_mma_(pn)t-alpha),_complete_cds 

m9 1 432mrna_l 664-2 144 3 medium-chain acyl-coa_dehydrogenase_(mcad)_gene_ 

uOO 1 1 5_3001 -345 1 3 zinc-finger^rotein_(>cl-6)_mma, complete cds 
20 u09 825_3 1 5 6-3 5 22 } acid_fniger jrotein_mrna, complete_cds 

u22970mrna# 1_205-749,_1 6-jun_gene_(interferon- 

induciblejpeptide^recursor)_extracted_fiominterferon- 

u26424_2237-2735,ste20-like_kinase_(mst2)_mrna,_complete_cds_ 

u45328_59 1-1 079,ubiquitin-conjugating_en2yme^ 
25 u60061_905-1325,fez2_mrna,jpartial_cds_ 

u61397_875-l 173,ubiquitin-homoto 

u80017mnia#3_892- 

1444,Jbtf2p44^ene_(basic_transcripti^ 

u91930_4196-4682 4 ap-3_complex_delta_subunitjaima 5 _complete^ 
30 u9 1 93 1__308 1 -3489,ap-3_complex_beta3a_subunit_mrna,_complete_cds 

u9 1 932_778- 121 0,ap-3_complex_sigma3a_subimit_innia 9 _complete_cds 

u92014_ 8 1 7- 1 366 5 clone_12 1 7 1 l_defective_maimer_ti^sposonJhsmar2_mma_sequeiice_ 

aU_x03484_2418-2947,mrna_for_raf - oncogene_ 

x60787mma_2434-3000 J mma_for_transcription_factor_ilf_ 
35 all_x62534J726-l 137,hmg-2_mma_ 

all_x63692_4825-5348,injma_for_dna_(cytosin-5)-metliyltransferase 

x65784cds_58-399,car_gene 

all_x66899_l 902-2323 ,ews_mrna 

x69838cds_2756-2924:in_reversesequence,_3043-333 1 ,mrna_for_g9a 
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dl_x69910_2339-2892 9 p63_mma_for_transmembranejprotein 
aH_x70394_2591-3156,ozf_mma 
aU_x72889_5441.5844^bnn_mraa_ 
al!_x73478J2042-2637,hptpa J mrna 
5 all_x79536_l 005-1 156,mma_forjhffiiiipc6re_protein - _al. 
aU_x86691_5882-6399,nOTia_for_218kdjnai-2jrotein_ 
alLx89750_1061-1512 5 mma_for_tgifj)ix)tein_ 
aU_x95404_482-1047,mma_for_non-muscle_type_cojfilin_ 
x95735_1628-2168,mma_for_zyxiii_2 
10 all_x98743_2619-3112,mraa_for_^ 

all__y008 1 5J7 1 07-7684,mma_for_lca-homologlar^ 
all_y086 14_37 1 5-4 1 1 8,mraa_for_cnnl_protein_ 
all_z24724_J263- 1 840,polya_site_dna 

z26491exon#5_388^30,gene_for_catechol_o-methyltransferase_ 
15 dl_229505_1140-1468 5 mraa_for_nucleic_acidjbindm 

Metagene 108 

ab003102 _956-1442,mma_forjroteasome_subunit_p44.5,_complete_cds 
20 dl4659_648-1134 ? mma_for_kiaa0103_gene,_complete_cds_ 
d21260_5600-6002,iruTiaJforJd^ 

d3 1 8 85_1 773 -2 1 69^nma_for_kiaa0069_gene,_partial_cds_ 
d38551_3082-3592^ma_forjdaa0078jgene,_complete__cds 
d38555_39 1 1-442 1 3 mma__forjk:iaa0079_gene,_complete_cds 
25 d64 142mrna_625- 1 1 77,mnia_for_histone_hlx,__complete_cds_ 
d78129_568- 

1 024,adult_(34_year_old)_jnale _liver_mma_for_squalene_epoxidase^artial_cds/gb=d78 1 29_/n 

d85429exon#3_8 13-1 347,dna_forjieat_shock_protein_40,_complete_cds 

d86972jU 90-46 lOjinmaJforJki^^ 
30 d87 120_1 936-23 14,cancellous_bone_osteoblast_mma_for^s3786,_complete_cds 

hg2788-ht2896_at_hg2788-ht2896_calcyclin__ 

hg2874-ht3018_atjbg2874-ht3018_ribosomaljprotein_139jbomolo^ 

109604_339-8 1 9,differentiation-dependent_a4 _protein_mrna,_complete_cds 

119779_7-496,histone_h2a.2jtnrna,_complete._cds_ 
35 138928mmaJ274-832,5,10-methenyltet^ 

142542mma_3353-3803,rlip76jrotein_mrna,_complete_cds_ 

m3 1 642mnra_802- 1 2 8 8 ,hypoxanthine ^hosphoribosyltransferase_(hprt)_mma,_complete_cds_ 
m58460_13 1 1-1 490,75~kd_autoantigen__(pm-sc 1 ) jrnma,_complete_cds_ 
all_m59830_2432-266 1 3 mhc_iii_hsp70-2_gene_(hla),_complete_cds 
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m60922_1971-2427,suiface_antigen_mrna,_complete_cds 
alljtn905 1 6_2559-3058 3 glutamine:fructose-6- 
phosphate_amidotramfeiase_(gfat^^^ 
u76992_2 1 37-2533,tat-sfl jtnnia,_complete_cds 
5 x5 5079mrna_325 7-3 3 66 :notin^b_record,^aa^ene_extracted_fromlysosomal_alpha^ 
glucosidase_gene_exon_ 
x57985mrna#l__1652- 

2 1 68,_gl 1 05^ene Jlnstone_h2b)_extracted_irom l_and_h2a_ 
y07867cds_643-787:injrevereesequence,_1087-123^^ 

10 

Metagene 50 

d 1 0667 2830-33 07,mma_for smooth_muscle_myosin_heavy chain_ 
m72885mma_207-750,^0s2_gene_extracted_fromgos2^ene,_5*_flaiik_and_cds_ 
15 all_u22028_8029- 

8330,cytochrome_j>450_(cyp2al3)^ene^ 

u92459_2702-3 1 94^etabotropic^lutamate_receptormrna,_complete_cds 
Metagene 18 

20 

u39231_1739-1979,gip_receptor_(gipr)_mrna 5 _complete_cds 
aU_v00503_2330-2452,inraajencodingjpro^ 
all_x79200_380-6004nrna_for_syt- 
ssx,_synovial_sarcoma_translocationJun^ 

25 

Metagene 13 

all_d32001_61-294 > husaalg__gene_for_seruni_amyloid_al _gamma,_exonand_intron_3_ 

hg2059-ht2 1 14_at_hg2059-ht2 1 14_arrestin,J?eta_2 
30 hg2480-ht2576_at_hg2480-ht2576_fmlp-related_receptor_i_ 

hg2809-ht2920_S3t_hg2809-ht2920Jung_surfactantjrotein_d_ 

hg3107-ht3283js_atjbg3107-ht3283^1asmajmembrane_calcium 

hg759-ht759_s_atJig759-ht759_adrenergic_receptor,j3eta_l__ 

j05036mrna__l 546-21 1 9,cathepsin_e_mma,_complete_cds 
35 j05073cds_239-64 1 jphosphoglycerate^mutase^Cpgam-m^gene^complete^cds 

k02766_2028-2436,complement_component_c9_mrna,_complete_cds 

129008_2014-2464,Wditol-2_dehyckogenase_mma,_complete_cds_ 

133477_3692^142,(cloneJ5bl)Jbr~cadher^^ 

135592mma#l_1633-2107,gennline__rorDa_sequence_ 
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137 1 1 7mm aj 710-181 6,vasopressin_v3_receptor_mrna ) _complete_cds_ 

140933cds_l 2 1 8- 1470:in_reversesequence,_l 639- 1 8 19 9 phosphoglucomutase- 

related^rotein__(pgmrp)jgene,_c 

aU_m80333_1628-2079 9 m5joiuscarini^ 
5 m85217_2529-2955,k4_chamelj>ro^^ 

m89473_l 394-1706^eurokininra^ 

m96859_3150-3630,dipe#tidyl_aminope^^ 

u09609_2198-2708,p80ht_(p80htfakfb-2)_^^ 

ul3737J2046-2556,cysteinejrotease_cpp32_^ 
10 ul49 10_9 1 0- 1 360,ipe-retinal^^r^ 

ul 867 lmrna_2702-3266,stat2_gene,_complete_cds_ 

u2961 5_1 098- 1 530,chitotriosidase jprecursorjnma,_complete_cds 

u3 1929cdsJ063'-1361 :injreversesequence,_6372- 

6576,orphan_nuclear_receptor_(daxl) _gene ? _completecds_ 
15 u63336_1666-2062 > mlic J _regionjproline_rich^rotein_nirtm,_complete_cds 

u65404_1140-1530,erythroid-specificjr^ 

u78180J3340-3880,sodium_chamel(hbnac2)_mma,_altemative 

u85992_1236-1596,cloneJmage:35527junkn^^ 

att_u87408_1441-1952,clonejmage:74593 juntos 
20 v00535nmia#l_253-692,_mteiferonjbetage!ie_extra^ 

aU_x04729_2-263,mnm_forjlasminogen_activator_iiiM 

terminus/gb=x04729_/ntype=rna_ 

x548 1 6_atjx548 1 6^548 1 6,not_in^b_record,gene_for_alph^ 

jan_(encodi 
25 aU_x54938_1175-1752,nimaJbM^ 

xS5889cds_264-546:notJn_gbjrecord 9 gene_forjciliaryjieurotro 
v x55990mma_l 63-489,ecp^ene_for_eosinopM_cationic_protein_ 

all_x66 141_261 -784,mma_for_cardiac_ventricular_myosin_light_chain-2_ 

x97748mma_59-189,ptx3^ene^romotor^ 
30 all_x99140_J407- 1 822,mrna_for_hair_keratin,_hhb5_ 

yl0376cds_888-1158:in_reversesequenc^^ 

y 13115cdsj2477~2879:in_reversesequ^^ 

z24680mma_3558-4044,gaip^ene_mnia,_complete_cds 

aU_z31357_967-1502,mnia_for_cysteine_dioxygenase_type__l_ 

35 

Metagene 486 



alljn6075 1_910-1 1 63 ,histone_h2b. l_(h2b)_^gene,_complete_cds_ 

x8 1 333cds_l 730-2078:in_reversesequence,_2 1 30-2220,mma_forjpph_beta_subunit__protein_ 
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all_y003 1 7__1 6 1 8-208 1 ,mma Jbr J^er_microsomal_udp-^^ 
Metagene 397 

5 u9 1 6 1 8 1 67-67 1 ,proneurotensin/proneuromedin_n_mrna, complete cds. 
x78121mma_1730-1940:in_reversesequence 9 _1970-2036 ) nmia_for_cto 
y07828cds_345-675:mj*eversesequence,JS44-994,^^ 

Metagene 373 

10 

d26350 1 0043-1048 1 ,mma_forJypeinositol_J ,4,5-trisphosphate_receptor,_complete_cds_ 
hg4747-ht5 1 95_at_hg4747-ht5 1 95_jiadh-ubiquinone_oxidoreductase,_5 l_Jcdasubunit 
m226 12_1 88-759 ? pancreatic_trypsm(try 0 
all_x74008_l 842-2245 ,mma_for__protein_phosphatasegamma 

15 

Metagene 356 

d26 1 56_4588-5 1 66,mma_for_ti^scriptionaI_ac^ 

d86964_5449-5995^tnma_for_kiaa0209jgene,jpartial_cds^ 
20 hg3 141-ht33 17 JLat_hg3 141-ht33 17_nadh-ubiquinone_oxidoreductase,_39 _kda_sub\mit 

k03494cds_557-1062:mjreversesequence,_115,green_con^^ 

1 1 9437_857- 1211 ,iraiisaldolase_mma_contammg_tr^^ 

124783_78-624 5 mrna_fi^gment/gb=124783_/ntype=raa 

128010_1292-1748 9 hnmp_fjprotem^^ 
25 m80254_492-840,cyclophilm_isofonn_(hcyp3)_mraa,completecd 

m8 8 1 08_2 1 56-263 6 5 p62_mrna > _complete_cds 

u 1 925 1 J3_at_ul 925 l_ul925 1 ,not_in^b_record,neuronal_apoptosis_inliibitory _protein_mrna,__comp 
lete_cds 

u24 1 66_2 1 07-2395,eb l_mma,_complete_cds 
30 u33936_578-1050,adenosmejrinase_inma,_com 
u5 1 990_867- 1269,bprpl 8_mrna,_complete_cds 
u6052 1_1 398-18 60 J proteasejpromch6_(mch6) jtnma 5 _complete_cds 
u62389_3 l-409,pu1ative_cytosolicjtiadp- 

dependent_isocitrate _dehydrogenase_mrna,_partial_cds/gb==u62389 
35 u725 1 l_440-596,b-cell_receptor_associatedjprotein_(hbap)_nirna, _partial_cds_ 

x05196exon#9_2-458:m_reversesequence ? _3199:not_in_gb_record,aldolase_c _gene_ 

all x 1 2953_8 59- 1 13 0 ? rab2_mraa,_jyptl -related_and_member_of_ras_family_ 

all_xl7644_1976-2559,gstl-hs_mma_for^lp-bmdingjprotein 

x57 1 52mraa# 1_53 6-962,gene_for casein_kinase_ii__subunit_beta_(ec_2 .7 . 1 .37)__ 
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x78338inma_5278~5824,_synthetic_aden^ 
all_x91247_3261-3700,nuiia_for_thioredoxiiijreductase 
x97065cds_1852-2260:mjreversesequence,^ 
x98411cdsJ2016-2256:inj*eversesequence,_2340-2490,mraa_forjm 
5 x99209_l 549-2053 9 mma_for_arginine_methyltransferase_ 
all_zll695_2189-2736 5 40_kdajroteinjdnase^ 
z2948 lcds_624-792:injreversesequence 9 _898-l 1 86,mma_for_3- 
hydroxyanthranilic_acid_dioxygenase 

10 Metagene 154 

d00408_l 373- 192 1 ,fetaIJiver_cytochromejp-450Jjp- 
450_hfla),_complete_cds,fetal_liver_cytochrome_p-45 
dl3638_5003-5557,mnia_forjdaa0013jgene,_complete_cds 
1 5 hg2320-ht24 1 6_at _hg2320-ht24 1 6_integrin,_betasubunit 

m2435 I_cds2_at_m2435 l_m2435 1 ,not_in^b_record, jthlh_gene_(parathyroid_hormone- 
like_protein_a)_extra 

m73489_3312-36604ieat-stable_enterotoxin_receptor^^ 
u73330exon_13-77,pacj$5d2,_complete_sequence/gb^ 
20 x95425cdsj2672-3061:injreverseseqpence,_3810-3857 9 m^ 

Metagene 53 

kOl 160mma_1077-1232,ii_histocompatibiH 
25 in26041_1273-1405 5 mhc_H_dq_aIpha_mrna,_compIete_cds 
m63379mrna_l 190- 1 646,trpm-2jprotein_jgene_ 

u388 1 0 2 19 l-2659,mab-2 l_celLfate-determiningjprotein_homolog__(cagrl )_mrna,_complete_cds_ 
Metagene 33 

30 

hgl728-htl734_atJhgl728-htl734_non-specifi^^ 
j04046mnia_1559-2089,calmodulin_mnia,jcomplete_cds_ 

s7783 5_8 8-3 80, JI-2-interleukin-2 Jhuman,_bmin,_mma,_4 1 8_nt]/gb=s77835_/ntype=rna_ 
s83362mma_10- 1 09,_differentiation- 
35 stimulating_factor/leukemia_inhibitory_factorjreceptor_{ 

u65581_958-1420,ribosomaljprotein_13-like_mrna,_complete_cds. 
x5 8234mraa_3 1 -25 3 ,mnia JTor_anti-te^ 

Metagene 184 
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dl3720_3754-4319,mrna_forjyk,_complete_cds 
d30715mma#3JM98,_altemative_spHcing;^^ 
associatedjprotein) jgene 
5 139061mrna_l 198-1654,transcription_factor_sll Jtnma, _partial_cds_ 

m34276cds_2066-2228:in_reversesequence,JZ13-354,plasminogen_gene 
u09178JB55-38984ihydropyrimidine_dehyd^ 
u37707_2429-2969 ) dlg3_mma,_complete_cds_ 
u3829 lmraa_9685- 10027»microtu^^ 
10 u66578cds_598-1036:in_reversesequence,_1277 5 putative _g_protein- 
coupled_receptor_(gpr23) _gene,_comple 
u69263__474- 1 002 ,matrilin-2 jrecursor_mrna,__partial__cds_. 
u79667_3199-3522 s alphala-volmge-dependent_cafc^ 
ggcag,_partial_ 

15 u87223_4830-5196,contactin _associatedjprotein_(caspr)_mrna,_complete_cds_ 

xO 1 3 8 8cds_l 4~272:in_reversesequence,_349-529 ,mma_for jre-apolipoprotein_ciii_ 
x6635 8 cds#l_633 - 104 1 ,mma_kkialre_for_seri^ 
x75346cds_78 8-11 57:in_reversesequence ? _l 205- 
1305 ,mma_for_map_kinaseactivated_protein_kinase_ 

20 

Metagene419 

dl 3264 Jl 681-21 67,imnaJbr_macrophag^ 

d38 1 22_1 307- 1 829,mrna_for_fas_ligand,_complete__cds_ 
25 hg 1 686-ht4572_s_at_hg 1 686- 

ht4572_transcription_factor_e4tfl , j^spiratory^ammasubunit,_altsplice_4_ 

u25029_1010- 1 556,glucocorticoid_receptor_alpha_mrna,_variant_3 ! _utr 

u34844exon_40-259,mercurial-insensitive_water- 

chaimel^ene^S^region^andjartM 
3 0 u52 1 9 l_4854-5396,smcy_(h-y)_mraa,_cojtnplete_cds_ 

Metagene 331 

ac002045mrna#2_625-908,_a-589hl . l_fromchromosomebac_clone__cit987-ska- 
35 589hl_-^complete -J genomic_sequenc 

dl0523_3533-4079,mma_for_2-oxoglutarate_dehydrogenase,_complete_cds_ 
d3 1 840_3679-4 148,dipla_mrna_for__orf,_complete_cds 
d509122685~3 1 83 5 mrna_for_kiaa0122__gene,jpartial_cds_ 
d80008_2695-3205,mrna_for_kiaa0186_gene,_complete_cds 
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d86963j*563-5097,nmiajforjdaa0208 jgene,_complete_cds 
d87078_4798-5296 r mjiia^ 
hgl612-htl612_athgl612-htl612_macmarcks_ 
hg2525-ht2621jitjig2525-ht2621jielix-loop^^ 
5 hg3635-ht3845JLatJkg3635-ht3845_zinc_^ 
107648_1955-2321 ) mxil_mrna,_complete_cds_ 
176702mrna_2447-3005 ) b56-delta_mrna 7 __complete_cds_ 
m 1 3452^1 927-2435 Jamin__a_mrna,_3 r _end 

m91670_301-787,ubiquiti^ 
1 0 s49592_l 868-2425,_transcription_factor_e2^1ike^rotein _Jhuman,_mraa,_2492_nt] 
u09820_5579-6058^elicaseJL(rad541)jmma,_complete_cds. 
u22963J752-1238 > iJbu&tocompatto^ 

u34044_l i43-l647,selenium_donorjrotein_(seld)_mma,_complete_cds 
u37012_3868^372,cleavage_and^olyadenylation_specificity_factor_ 
15 u52426_3469-3997,gokJgok)_niraa,_complete_cds 

u54778_l 13 1-1671, 14-3-3_epsilon_mrna,_complete_cds_ 
u57342_967- 1459,myelodysplasia/m^ 
u72761J2753-3233,kaiyopherinjDetai^ 

u81984_2277-2739,endothelialjpas_domain^rotein(epasl)_mma ? „complete_cds_ 

20 all_x06323_1105- 

1520,mrl3_mmajbr_ribosomaljpro^ 

x7 1428mrna_1284- 1 788,fus_mrna 

x75755mma#l_J337-1471,pi264 _gene_ 

all_x76717_3-268 3 mt-ll_mrna 
25 alLx83928_456-919,mma_for_tr^ 

a n_x90824_828-1337 5 mmajbr_us£2a_^ 

x97160mmaj2016- 

2532,Jfe3jxanscription_fo^^ 

y07595cds_948- 

30 1 344:in_reversesequence,_l 50 1 3 mma_for_52_kd_subunit_of_transcriptioii _factor_tfiih 
yl3247_3077-3581,fbl9_mrna 

y 1 3 620_5732-6 1 82 5 mma_for_bci9_gene/gb==y 13620_/ntype=rna 
z37166cds_1006-1252:in_reversesequence,_1432- 
. 1 570,bat l_inma Jbrjau^ 

35 

Metagene 295 

u78551_838-1396,gallbladder_mucin_muc5b_mma,jpartiaLcds_ 
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Metagene 183 

105628_4400-4969,multidmg_resistance-associate^ 
10754 1 950- 1436,replication_factor_38-kda_subunit_mrna,_complete_cds 
5 u28413_1440- 

1926,cockayne_syndromejcomplementati^^ 

Metagene 20 

10 afD08937_508-9 1 6,syntaxin- 1 6c_mma,_complete_cds/gb=afD08937_/ntype=rna_ 

d90282_4830-5 1 36,carbamyljphosphate_synthetase_i_(ec_6.3 .4. 1 6)_mma 

hg2846-ht2983jatJig2846-ht2983_dihydrofc^^ 

11916 1_1 00 1-13 85,translation_imtiation_factor_ei£^ 

124804J223-72 1 ,(p23)_mrna 5 __complete_cds 
15 13 64 63_208 1 -2627,ras_inhibitor_(rin 1 )_mrna, complete cds 

177701mma_43-337 s coxl7_iiirna,_coinplete_cds 

m90356cds_222-6 1 8 :in_reversesequence,_l 194- 

1281 ,btB_protein_homologue_gene,_complete_cds_ 

u34301mrna_J2- 

20 35 ,nonmuscle_myosin_heavy_chain_iib _gene,jromoter_region_and_exon/gb=ti34301_/ntype==dna 

u47025_3462-3994 5 fetaljbrain^lycogenjhosphoryla^^ 

u55936_367-757,snap-23_mrna,_complete_cds 

u70322_2456-3014,transportin_(tra)_mma,_complete_cds 

x68 83 6cds_653- 1 1 39,mraa_for_s-adenosylmethionine_synthetase 
25 zl8859mnm_933- 

1461 ,cone_transducm_alphajsubu^ 

Metagene 383 

30 11 1005_4386^878,aldehyde_oxidase_(haox)_mrna,_complete_cds 
{ u8 1 262_2433~2877 ? lerk-5_(lerk-5)_mnia,_complete_cds 
all_x89426_1465-1958,mrna_for_esm-ljprotein 

Metagene 339 

35 

d42045_3927-44 1 9,mrna_for_kiaa0086_gene 5 _complete_cds 
aUm86933_669- 

706,amelogenin_(amely)_mma,_complete_c^^ 
m96980j2034-2598,myelinjranscription^ 
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all_x 1 6282J7 10-11 85,mnia_for_zinc_finger_protein_(clotie_647)_ 
x89960cdsJ21-327:inj^versesequence,_458-698,in^ 

Metagene 300 

5 

dl 5050_4757-523 1 ,mrna_f 6r_ti^scription_factor_areb6,_complete_cds_ 
hg3748-ht40 1 8_at_hg3748~ht401 S^basic^transcription^factorj^^kda^subiinit 
s82472cds_> 

73,j3eta_#name?^olymerasej3eta_{exo 

10 

Metagene 291 

af006609_5- 1 89 3 rgs3_mraa,_5 , __utr/gb==afD06609_/ntype=TOa_ 
d3849 l_298-808,mmajbrjciaa01 1 7_gene,_partial_cds_ 
15 d50924_3 807-408 3 5 mma_forJdaaO 1 34 jgene,_complete_cds 

m86826_1501-2023,igfLbinding_protein ^complex _acid-labile_subunit_a_mraa Jf _complete_cds 
m97252 5809-627 1 ,kallmann_syndrome_(kal)_mrna,_complete_cds_ 
u27768_235-709 5 rgp4_mma s _complete_cds_ 

u5 1 127_1706-2084,interferon_regulatory _factor(humirf5)jtnrna,_complete cds_ 
20 u6296 l_2749-324 1 ,succinyl_coa:3-oxoacid_coa_transferasejprecursor_(oxct)_mma,_com 

Metagene 215 

d67029__4839-5355,secl4Lmma,_complete_cds_ 
25 m6 1 9 1 6_5027-5582,laminin bl_chain_mrna,_complete cds_ 
m69225mma_8371-8845,bullous^empMgoid_m^ 
ul 0550_1 591-2 1 07 ? gem gtpase (gem)_mrna,_complete_cds_ 
u50928_4486- 

4858,autosomal_dominantjolycystic_^ 
30 u73936_5049-5523 jagged(hj 1 )__mma,_complete_cds_ 
u97 1 05_48 1 8~5364,n2a3„mma,_complete_cds 

x05908cds_814-1012:injrevereesequence,JL 1 10-1 338, mrna_forJipocortin 
all_x8 1 895 J79 1- 1 350 J genx-5624_mrna^3 , _utr/gb=x8 1 895 Jntype-rna 

35 Metagene 109 

hgl327-htl327_s_at_hgl327-htl327_sta1herin_ 
hg2723-ht28 1 9_at_hg2723-ht28 19jproto-oncogene_n-cym 
hg397 l-ht4241_at_hg397 1 -ht424 1 Jranscriptionjactor 
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hg4332-ht4602_atjig4332-ht4602_zinc_finger__protein_zn§5tl 
107949_1619-2075,gnrh_receptor_mrna,_complete_cds_ 
mil 722_1473-2037,terminal_transferase_mnia,__coinplete_cds_ 
ml3143_H62- 
5 2224,_nucleotide_sequence_of_the_c^ 

m833 63_4 1 04-46 1 4 ,plasma membrane_c alcixun-pumping atpase_(pmca4)_mrna J _complete_cds 
s69369__779-l 1 15,jpax3a=transcription_^^ 
s69965_ 1 7 1 -597 5 _beta-synuclein Jhiimian 5 _brain,_mma,_730_ntL 
u83 1 1 7_1 201-1477 ,sentriii_mraa,_complete_cds 
10 aU_x64594_1290-1855,mma_forj50Jk^^ 

Metagene 36 

hg2538-ht2634_at_hg2538-ht2634_heterogeneous_nuclear_ribonucleoprotein_c_ 
15 u43653_28 16-3 1 5 SjObese^rotein^ob^mrna^complete^cds^ 
v00532mrna_J387-91 l,_i&a_gene_(interferon_alpha- 
i)_extracted_fromgene_for_leukocyte_(dpha)_interfer 
all_z46632_2953-3206,hspde4cl_gene_for_3 , _ 5 5'_- 

cyclic_ampJphosphodiesterase,hspde4cl_gene_for_3 , _,5 , 
20 ^ 

Metagene 290 

dl3540_1948-2500 9 mma_forjrotein~tyrosine_phosphatase_ 
s83325_1796-2275^aspartyl(asparaginyl)beta- 
25 hydroxylase_[^uman,_hepatoblastoma_celLline_hepg2,_mrna 
aU_x53296_1099-1657,mraaJfcrJrap_ 

all_x95237_l 357-1 868,mnia_for_cysteine-rich_secretoryjprotein- 1 
Metagene 487 

30 

s76067cdsj405-759,_cng2=cyclic_nucleotide- 
gated_cation_cbannel_[human,^eripheraMeucocytes,__genomi 
ul3021_844-1392,positivejregulator_o^ 
1 )_mrna,_complete_cds 
35 u72508_757-1105,b7_mma,_complete_cds 

x83490exon__3-34:in_reversesequence,_3 89,mmaJfor_fas/apo- l_(cIone_pcrtm 11- 

fasdelta(3,4))/gb=x83490_/ 

z3 1690cds_838-l 129:inreversesequence,_1226- 

1445^hepg2)_lal_inrna_for_lysosomaLacid_lipase_ 
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Metagene 481 

175847_1 808-2330,zinc_feger^rotein_45_(znf45)_mma ) _complete_cds_ 
5 176465_1929-2493,nad+- 

dependenthydimyprostaglandin_dehydrogenas^ 

m28585_329-839,leukocyte _inteiferon-alpha_mrna,_complete_cds 9 _clone_pifiil05 
u50 196_1238- 1760,adenosine_kinase_mrna,_complete_cds_ 
u92458_3747~4269^etabotropic_glutamate_receptormma 

10 

Metagene 355 
alLx85750J935- 

2500,mma_for_transcript_assdciated^ 
15 y093G6cds_3Q8-8 1 2 5 tmna_for ^roteinJdnase 9 _.dyrk6, ^partial/gb=y09306_/ntype=ma_ 

Metagene 289 

aU_d29992_987- 1 1 32,mrna_for ^placental_protein(pp5),_complete_cds_ 
20 m86849_l 747-2 1 79 5 connexin_26__(gjb2)__mrna_ 
all_m96132_32-66,mhcjijda^^ 

Metagene 236 

25 ml 132 lmraa_l 1 93-1 703 ,group-specific component_\dtamin_d- 

binding_protein_mma,_complete_cds_ 

m58509cds#l_l 1 14- 1441 :in_reversesequence,_4757- 

4867,__fdxr ^gene^Cadrenodoxin^reductaseJ^extracted^firo 

S57153J2388- 
30 2878,jrbpl^tmoblastomaJnndin^^ 

s79854_1585- 

1 963,_typeiodothyronine_deiodmase^^ 
u34360_33 1 6-3832 Jymphoid_nuclearjrotein_^^ 

all_v0 151 5__53 00-5550,gene_encodingjpreproglucagonglucagon_is_a_29- 
35 amino_acidjpancreatic_hormone_whic 

Metagene 139 

hg45 1 8-ht492 l_rat_hg45 1 8-ht492 l_transcription_factor_btf3_homolog_ 
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s8 1083nima_3078-3438,__<beta?- 

add_gene_extracted_from_beta_#na^ 

all_x86019_2(H5-2574^nma_forj)rpl-2_j>rotein_ 

5 Metagene 72 

j02986exon#3_1617- 

1983,_fgf4 ^ene_(transformingjrotein)_extracte^ 
m22489_103 6-1 504,bone_morphogenetic _j>rotein_2a_(bmp-2a)_mrna_ 
10 u63289_1548-2010 J raa-bindingjprotem_ro^ 

Metagene 396 

d 1 4 043_1 8 34-23 62 ) mrna_for_ragc-24,_complete_cds_ 
15 d26067J2680-3166,tnma_forJk^ 

d29805_3485-3995,mraa_for_beta- 1 s 4-galactosyltramferase,_complete_cds_ 

d29963mrna 885- 1443 ,sfa- l_(ajtnember_oiMransmembranesuperf^ 

d30655_l 263- 1 8 09 ,mraa_for eukaryotic_itiitiatioii_fac tor_4aii 

d43636_3576-4080 3 mrna_for_kiaa0096_gene,__partial_cds_ 
20 d50919_3864-44(H,mma_for_kiaa0129_gene,_complete_cds 

d50926_3 626-4 1 24,rnrna_for_kiaa0 1 3 6 jgene,_partial_cds_ 

d87446_5583~6135,mma_for_k^ 

d87685_5584-5920,mnia_forjkiaa0244jgene,_j)artial_cds_. * 

j04058_767- 12 1 7,electron_ti^sfer_flavoprot^ 
25 114837J7335-7839,tight Junction_(zonula_occludens)^ 

1 1 9872_4756-5059,ab-receptor_mrna, complete_cds 

140027mma_l 586-2 1 32,glycogen_synthase_kinaseinnia,_complete_cds 

140392mma_l 8 1 8-2280,<clone_s 1 64)_mrna,_3 , _end_of_cds_ 

1485 1 3mrna_94 1 - 1445 J paraoxonase(pon2)_mrna > _compIete_cds_ 
30 in20867_2463-2986,glutamate_dehydrogenase_(gdh)_mma,_complete_cds 

m29204mnia#lJ2236-2782,dna-binding_fe^^ 

m3 10 13tnrnaj4587-509 1 ,noim\uscle_myosin_hea\^_chain_(imihc)_miTia, 3'_end 
m62831mma_1210-1750,transcription^ 

m65217_1840-2278,heat_sbock_factor{hsf2)_mma,_complete_cds_ 
35 m77142_1629-2193 5 polyadenylateJ>indingj^^ 

m96954_806-1313,nucleolysin_tiar_ninia,_complete_cds__ 

s72008__l 73 1 -2229,_hcdc 1 0-cdc 1 0_homolog_[human,_fetalJung,_mrna J _23 14_ntL 
s80562_l(M2-1582,jacidic_calponinJ^^ 
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ul 1 3 1 3mmajn04-2587,sterol_carrierjpro^ 
2)_gene,_promoter_ 

ul4588_3012-3570,paxillin_mrna,_complete_cds_ 
u23942_2811-3129,lanosteroM4-demethylase_c^ 
5 ix31 3 83 J7S5- 1 151 ,gjprotein_jgamina- 1 0_subunit_mrna,_complete_cds 
u35 1 13_2039-2555,metastasis-associated_mtal_nima,_coniplete_cds_ 
u43077_964- 151 0,cdc37 Jhomolog_mma,_complete_cds__ 
u53209j968-1436,tramfonner-2_dpha_(htra^ 

u6 1 1 67_3488-4028 9 sh3_domain-containing_protein_sh3p 1 8_mrna 3 _complete_cds_ 
10 u79267_987-1437 s plone_23840_iiirna,_partiaLcds 

u90p09_944-1412,clone_23722_mraa_sequence 

x(M654cds_1467-1819:in_reversesequera^ 

aU_x72727_2460-2794,tunp_imm_forJ^ 

aU_x76061_4282^793,pl30_mma_for_130kjrotein 
15 x80230mma_1187-1697,inma_(^^ 

alLx87838_2803-3320,nmia_for_beta-cateniii_ 

all_x98 1 72_2240-2754,mrna_for_mach-alpha--l_protein_ 

all_zl 511 5_278 1 -3346,top2_mrna for dna_topoisomerase_ii_(partial) 

all_z24725_2759-32 1 0,mitogen_inducible^ene_mig-2,_complete_cds 

20 

Metagene 351 

d3 8 5 039 1 5 - 1 45 5 ,pms8_mma_(yeast_mismatch_repair_gene_pms l_homologue), jpartial cds (c- 
. terminaljregio 
25 hg3313-ht3490_atJhg3313-hO490jhyra^^ 

hg3996-ht4266_atJig3996-ht4266_cpg-enriched_dna,_clone_s21^ 

Metagene 152 

30 hg31 15-ht3291_at_hg31 15-ht3291_golli-mbp_ 

102950_673-1177 5 mu-crystallin_,mrna,_complete_cds_ 
all_ml0950_57-304 > alpha-fetoproteinja^p)_gene 

m64572_343 1-3923 ,protein_tyrosinejphosphatase_mrna,_complete_cds_ 
s68 134_500-665,_crem=cyclic_amp- 
35 responsive_element_modulator_be 

u4 1 898_73-505,sodium_cotransporter_rkBtl_mma,jpaitial_cds/gb^4 1 898_/ntype=rna 
u50708__946-1384 3 branched_chain_alpha- 

ketoacid^dehydrogenasejel^eta^subuiiit^mnia, complete_cds_ 
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Metagene 420 

d!4838_9 1 5-13 17 5 mma_for_fgf-9,_complete_cds_ 
- d38548_4682-52 1 0,mnia_for_kiaa0076_gene 9 _complete_cds 
5 d63 85 1_3 1 57-3643 ,mraa_for_unc- 1 8_homologue,_complete_cds__ 
d87073_5307-5847,nmiajrorjdaa0236^ene 9 _complete_c^ 
hgl728-htl734_s_atJigl7284tfl734jnon-specific^^ 
m28827_620-l 1 12,thymoc3^e_antigen_cdlc_mrna > _complete_cds 
m92449_668-l 1 90 JtT_mma,_3'_end_of_coding_region_and_3'_flank_ 
10 u02388_2097-2337,cytochrome^50jlf2_te^ 
u59632j2578- 

3138^i5_mma,jpartial_cds,_andjl^^^ 
u72517_413- 

953,altematively_spHced_variant_c^^ 

15 

Metagene 219 
d38462exon_57- 

549 3 geneforal_chain_of_type_x^ 
20 120433_3738-3780,octamer_binduig_transcrip 
z68204cds_43-373,mma_for_succmyl_^ 

Metagene 15 

25 129306 723- 111 6,tiyptophan hydroxylasej;tph)_^ 

all_ml4 159_1 264- 1482,_t-cell_receptorJjeta-chainJ2. l_gene_extracted_£romt- 
cell_receptor_germline_be 

m205 66mrna_2745-3 1 80,interleukinreceptor_mraa,_complete__cds_ 
s69232_1584-1992,_electronJransfer_flavoprotein- 
30 ubiquinone_oxidoreductase_[^ximan,_fetaMiver ? _mnia 

u09851j^4-254,zinc_fingerjprotein_(ziifl48)_mma^artial_cds_ 

y07512_321 1-37 1 5;mmajfor_type_ij3eta_cgmp-depen^ . 1 .37) 

all_z80779_563-822,h2b/g_gene 

35 Metagene 11 

hg2662-ht2758_at_hg2662-ht2758_homeoticjrotein_emxl_ 

109753_1377-1827,cd30Jigand_innia 9 _coniplete_cds_ 

s71018_282~798,_cyclophilin_cjhu^ 
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s76473_2563-3079,_trkb_[>uinan,_brain,_mrna,_3 194_nt] 
Metagene 133 

5 all_d00726_l 842-24 13, mrna_for_.feirochelatasejec_4.99. 1 . 1)_ 
d!6217 1904-2414^iimajor_calpastatin 9 _complete_cds 
d63390 600-1 164,mmaJfor_acetylhydro^ 
d87464_248 1-296 1 9 mmajbr_kiaa0274 __gene,_complete_cds 
hg2850-ht48 14__s_at _hg2850-ht48 14 J>iliary__^lycoprotein,_altspHce_5,_a 
10 hg35784it378 I__atjag3578-ht378 l_autoimmune_antigen,jhyro^ 
hg4 1 7-ht4 1 7 js_atjig4 1 7-ht4 1 7_cathepsin_b_ 
hg4234-ht4504_atjig4234-ht4504_methyte^^ 

hg4660-ht5073_at_hg4660-ht5073jmicrotubule-associatedjrotein_lb_ 
hg945-hm5js_atjig945-ht945_nucleic_acid-bindm 
15 j052 1 3_43 0-95 SjSialoproteinmmaj^omplete^cds^ 

10703 3_967- 15 07,hydroxymethylglutaiyl-coajyase_mrna,_complete_cds_ 
13 8486mrna_l 1 62- 1 720,microfibril-associated_glycoprotem(m 
m71243mrna_25- 

38:not_in_gb_record,glycophorin_staJtype_a)_exo 
20 m76424gene_6565-7070,carbonic_anhydrase_vii_(ca_vii)_gene 

uO 1 824_1 402- 191 2 ,glutamate/aspartate_transporter _ii _mrna,_complete_cds_ 

u07000cds#4_558-8 10:in_reversesequence,_97660- 

97876 ? _bcr ^eneJxmknown)_extracted_firombreakpoint_clu 

u 1 3 044_1429-1945^uclear_respiratory_fa^ 
25 u 1 9948_1 058- 1 6 1 6 9 protein_disulfide _isomerase_(pdip)_rnma,_complete_cds_ 

u27831cds_l 1 10-1578:in_reversesequence,_1602-1680,striatum- 

enriched_j>hosphataseJstep)_mrna,_partial 

u44059_429-909,thyrotroph_embiyonicj^ 

U49441J258- 
30 648 5 mitochon<taalJxiru^ 

u5 1 205_333-873 s cop9_homolog_(hcop9)_mma > _coinplete_ - cds_ 

u59057J226-754,beta-a4_j;rystallinJ^ 

u59736_2496-2772,transcription_factorJnfatc.b)_nmia ? _complete_cds_ 
u63455mma_4412-4868 5 sulfonylurea_receptor_(surl)_gene_ 
35 u67988J623~2163,guanylateJdnase_a^^ 
u86358_296-818,chemokineJteck)_m^^ 
u909 1 8_1 794-2094,clone_23654_mrna_sequence_ 
u96769mrna_l 266- 1 746,chondroadherin^ene,_5'_fl 
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u96781mrna#l_2433-2961,_atp2al_gene_(ca2+_atpase_of_fest- 
twitch_skeletal_inuscle_sacroplasmic_reticul 
x65633cds_585-870:in_reversesequence,_1568-1766,acth- 
r ^ene_for_adrenocorticotropic_honnone_receptor 
5 x661 14mma_564-1074,gene_for_2-ox6glutarate_ carrier __protein_ 
all_x77 1 97_263 1 -3 1 66,mnia_for_chloride_channel_ 
x83973cdsJ2262-2538:mjreven$es^ 
x91 1 17mma_1655-2033,hg_net_gene_exon_l_ 

x92521cds_l 127-1484:inj-eversesequence,_jL61 8- 1 7 68 ,mma_for_mmp- 1 9 jprotein_ 
10 x93996mrna_2570-3 1 13,mrna_for_afic__protein_ 

x95406exon#l-2_12-17:not_in_gb_record,cyclin_e_gene. 

y07847exon#3_36-582 s nmia_for_rrp22_j>rotein_ 

z71389mma_85~295 s inma_for_sk^^ 

15 Metagene 61 

m3 1 1 66mma_1286-1784,tumor_necrosis_facto^^ 
u604 1 5_2 1 26-2570,bhlh-pas_proteinJap3_mma > _complete_cds 
u70981_749-1283,mterleukm-13j^ 
20 z83803J7-259,inmaJor_axonemal_dynein_^ 

Metagene 463 

hg2709-ht2805_at_hg2709-ht2805_serine/threoniiie_kinase_ 
25 hg3 137~ht33 13_atjig3 137-ht33 13 jrinc_finger _j)rotein_znf8 1_ 

hg4052-ht4322_atjig4052-ht4322^1utamatejonotropic_receptor 
ml3666_800-992,c-myb_mrna,_3 r _end 

ml5656cds_712-1066:in_reversesequence,_3992-4082 > aldolase_b_(aldob)_gene 
m54995_108-603,coimectivejissue_activation^ 
30 s69790_962-1412,J)nish- 

l^mor_suppressor_{3 f jregion}J>u^^ 
all_x53G65J$5^62,spr2-ljgeneJbr_small^ 

y 1 057 1 cds_696~978:injreversesequence 5 _l 002- 1 1 94,mma_for_ding_gene 
all_yl 1897_19-320,brx__gene_3'_utr/gb=yl 1897_/ntype-rna_ 
35 z75330cds_3384-3714:injreversesequence,^ 

Metagene 4 14 

d86640_2374-2902,mma_for_stac,_complete_cds_ 
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hg2 1 57-ht2227__at Jig2 1 57-ht2227_mucin_4,_tracheobronchial_ 

j03507_342 1 -3 865,complement^rotem_componen^^ 

allJU5296_3031-3082,cloneJbrcnc2b_^^^ 

gated_cation_channel_gene,_complete 
5 141390exon#l_244-395,corebeta-l ,6-n- 

acetylglucosaminyltramferase_(coregnt)_gene,_exon/gb=14 1 3 90_/nt 
\ m59820mma__2435-2975 ) granulocyte_colony- 

stimulating_factorj:eceptor_(csf3r)_mma,_complete_cds_ 

m77481mma_1021-1566,antigen_(mage-l)_gene,_complete__cds 
10 m82962mma_2313-2835,n-benzoyl-l-tyrosyl-p-amino- 

benzoic_acid_hydrolase_alpha_subunit_(pph_alpha)_mr 

m87284_2479-2923,69Jkda_2 t _5 , _oUgoadenylate_synthetase_(p6 

5a_synthetase) _mrna,_complete_cds_ 

u0529 1_1 363- 1849,fibromodulin_mma,_partial_cds 
15 u29589exon_2948-3488,m3jmuscarinic_acetylcholine _receptor_(chrm3)_geae,_jcomplete_cds_ 

u43672_2939-3443 5 putative_transmembrane__.receptor_il- 1 np_mrna,_complete_cds 

u7 1 60 1_960- 1 422,zinc_fingerjrotein_z^7_(zf47)_mrna,_partial_cds_ 

x06482cds_60-405:in_reversesequence,_884-887 5 theta_l-globin_gene 

aU_xl4975_7566-8337,cdljr2_gene_for_inhc-related_antigen_ 
20 x55989mrna_l 69-354,ecrp ^ene_for_eosinophil_cationic_related_proteiii 

y 1 05 12mrna_l 4"452,mma_for_cd282_protein/gb=-yl 05 1 2_/ntype~rna 

Metagene 113 

25 1101 02mrna# 1_ 392-794,sex-detennining ^_region_y_(sry)_gene,_complete_cds_ 

13408 lmrna_l 055-1 601 ,bile_acid_coa: _amino_acid_n-acyltransferase_mrna s _complete_cds 
m3 43 5 3_67 63 -7342,transmembrane_tyrosine- specific jprotein_kinase(ros 1 )_mma,_complete_cds 
m61 156_1 122-1308,activator^rotein_2b_(ap-2b)_mrna,_complete_cds - 
m95767_1065-1563,di-n-acetylchitobiase_mrna,_complete_cds_ 

30 all_x02956Ji 039- 1253,interferon_alpha_gene _ifivalpha_5_ 
all_x07994_5703-6244,mma_forjact^ 
x68994exon_4-55,creb_gene,_exon_jy 
all_x78686J706-l 121,ena-78_mrna 
all_x95239_863-1362,mma_for_cysteme^ 

35 y 10508mma_370-660,t3ima_for_cdl90jprotein/gb===y 1 0508 _/ntype=raa_ 

Metagene 106 

hg2007-ht2056_s_at_hg2007-ht2056_proto-oncogene_sno,_altsplice_n_ 
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Metagene319 

d42072J2020-2542,nmiaJfor_nfl_n-te^ 
5 hg3998-ht4268_atjig3998^^ 

m28 1 70_1 894- 1 987,cell_suifecejprotein_cdl9_(cdl9)_gene,_complete_cds_ 
m62843_906- 

1404 3 bramjprotein_recognized_by_the sera_of^ 
s67247_365- 

10 82 1 ,_smooth_muscle_myosin_heavy_chain_isoform_smemb_[h^ 

u08006exon#l_78-567 5 complementalpha_subiinit_(c8a)_ j gene 
, u0941 1_1 794-2343 ,zinc_finger_protein_znfl 32_rnrna,_complete_cds_ 

u40343_657-l 1 19,cdkJnhibitor ^19ink4d_mrna,_complete_cds 

u52827_l 022- 1 SOSjCri-du-chat^region^mm^clone^bb 1 1_ 
15 u66052mrna_7-27 1 3 clone_w2-6_inma_from_chromosome_x/gb^66052_/ntype : =rna 

x07173cdsJ2503-2803:mjrevereesequence 9 J2956-3028 9 ^^ 

trypsin itih 

xl63 1 6cdsJ2109-2355:injreversesequence,_2483-2693^nrna_for_^ 
x63 578mrna_3 1 -53 5 9 gene_for_parvalbumin 

20 

Metagene 170 

109230_933-1460 9 c-cjchemokine_receptor_type(c-c_ckr-l)^ 
147276_383-934,(celljine_hl-60)_alpha_topoisomerase_truncated- 

25 form_mrna,_3 r _utr/gb=147276_/ntype==rn 

ml 3 1 50mrnaJ77 6- 1 33 7,mas jroto-oncogene_mrna,_complete_cds 

m20 1 37mrna_j400-820,interleukin(il-3) j3Miia,_complete_cds,_clonejpcd-sr-alpha_ 

u33202_104-354 J mdm2-d_(nidm2)_mrna,_complete_cds/^ 

all_x66894 J3 881 -44 1 7,facc_mrna_from complementation group c (fa(c)) 

30 alljy08263_1373-1902,mrna_for_^^ 
aU^09980_16580-17121,hoxd3_gene_ 

Metagene 75 

35 hgl227-htl227_s_at_hgl227-htl227_collagen,_typeJi,_alpha_l 
allJ001163597-4806 9 alpha-l(ii)_collagen^ 
m60299exon_73-163 ) alpha- 
l_coIlagentype_ii_gene,_exom_l,and/gb=^ 
ul4550_1319-1877,sialyltransferase_sm^ 
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\ 

u22322 2205-2587;riuclear_tyrosinejprote^ 
alljc57830_2409-30 1 6,serotonin_5-ht2_receptor_mma_ 

Metagene 223 

5 

all_m60749_829-l 061 ,histone_h4_(h4)_gene,__complete_cds_ 
u24577_1182-1512Jdl-phospholipase_a2jriinia,__complete_cds_ 

Metagene 116 

10 

d63412_1299-1713,mnm_f6r_aquaporin > _complete_cds 

hg298 l-ht3938_s_atjig298 l-ht3938_epican,_altsplice_12 

u61 849_4650-5040^eiironalj)entraxin(nptxl) joama,_complete__cds_ 

15 Metagene 332 

137362_1009-1579,(clone_d2-115)Jfcappa_opio^ 
aU_m28879_3325-4444,gran2^eJbJ^^ 
u34070cds_744- 1 053 :injreversesequence,_l 73 1 - 
20 1763,ccaat/enhancer_bindingjrotein_dpha_gene,_complete 
u57592_3563-4(M3jumonjijutativejrotem^ 
u93867_1248~ 

1764 3 majpolymerase_iii_subunitJipc^ 

all_z28339_2084"-2649,mraa_for_delta_4-3-oxosteroidbeta--reductase 

25 

Metagene 196 

d37984_l 856-23 1 4 J mma_for_dnaJielicase_ql ,_partial_cds_ 
122214_2335-2857,adenosme_alj:eceptor_(adora 
30 ul 7743_699- 122 1 jnk_activating Jcinase_(jnkkl)_mma,_complete_cds_ 
u21051mma#l_2326-2647,gjrotem-coupte 
u45975_882-1434,phosphatidylinositol_(4,5)bisphosphate_5- 
phosphatase_homolog_mrna,jpartiaLcds_ 

u50743_13-439,na,k-atpase^amma_subimit_mma,_complete_cds_ 

35 

Metagene 150 

dl 7390J23 13 -2829,mma__for_mdc_protein 

d494 1 0exon_48-534,gene_for_interleukinreceptor_alpha_subunit 
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hg3063-hO224_atJig3063-hG224_major_histocompatibility_comp 
hg3355-ht3532_atJig3355-ht3532^eroxisomej^ 
hg44174it4687JF_atJig4417-ht4687Jiom 
11 193 l_1454-1644,cytosolicj5erineJaydroxyme&^ 
5 m2 1 056cds_l 93-403 :in_reversesequence,_l 65-345 9 pancreatic_phospholipase__a-2_(pla-2)_gene_ 
m76231_292-790,sepiapterin_reductase_mrna,_complete_cds 
m81379_1126-1546 5 alpha-3_type_iv_collagen_(col4a3)_mma,_3 , _end 
m86383_1007-1527,nicotiiiic_acetylcholm^ 
m86407_2299-2833,alpha_actinin(ac^^ 
10 m95678_3990-4494 J phosphoHpase_c-beta-2_mrna, complete_cds 
u06643_71^63,keratinoc3^e_lectin(hkl-14)_mma,_complete_cds. 
ul 6 1 27 J3025-3589,glutamate/kainate jreceptor_subimit_(eaa5)_iiinia,__complete_cds 
u43 142_1456- 1972,vascularjendotheUal_g?owth^ 

u599 1 3_1 640-2 1 68,chromosomemadjiomolog_smad5_mnia,_complete_cds_ 
1 5 u6243 7_1 943-2393 ^iicotinic_acetylcholine_rec^)tor Jbeta2_subunit ^recursor^mrna^complete^cds 
u71300__1307- 

1703 9 snrna_activating_protein _complex_50kdsubunit(snap50)jtnnia,_complete_cds_ 
all_x 1521 7J2292-2875 jSno^oncogene^mma^for^snoa^roteii^^ski-related^ 
all_x5474 1_2389-29 1 8,cypxib2_gene_for_aldosterone_synthase_ 
20 x60592mrnaj4 1 5-973 ,cdw40_nma_forjtierve_gro 
lymphocyte_activationjmolec 
x60655mma_990-1474 J evxl_mma 

x62891mma_57-390 5 mutant__coseg _gene_for_vasopressin-neurophysin_precursor 

x9 1257 128 l-1797,inma_for_seryl-tnia_syiithetase 
25 x92475 905-1295 5 mraa_for_itbal_protein_ 

x95 1 91cds_707-848 5 mnia_for_del1a-sarcoglycan/gb==x95 191__/ntype= s nia 

alljyl 1 2 1 5 971- 1446,inmaJfor_skap5 5_protein/gb=y 1 1215_/ntype=rna 

z22865cds_164-578:in_reversesequence,_620,demra^ 

reverse_z49 1 55_27087- 
30 27346,dna_fft>m_cosmid_183d3 9 _hunt^^ 

Metagene 263 

ab003698_2634-3138 ? mma_for_cdc7-related_kinase,_complete_cds 
35 m77 1 40_9 1 -409,pro-galanin_mrna 3 __3 , _end_ 

m98447mma_2256-2670 5 keratinocyte_transglu 
u23 752_1 679- 1 9 1 9,sox- 1 l_mma,_complete_cds 

Metagene 282 
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aj00142 lcds_l 17-567:in_reversesequence,_585- 
600 ,tnrna_for_rer 1 _protein/gb=ajOO 142 1 _/ntype=rna_ 
d8698 15936-64 1 0,mma JFor_kiaa0228 _gene,_partial_cds_ 
5 142452mrna_l 1 00- 1 520 9 pyruvate_dehydrogenase_k^ 

m22632mma_1744~2284,mitochondriaI_aspartate_aminotra^ 
m87503_l 085- 1 535,ifa-responsive_transcriptio 
uO 1 923_1 649-2090 5 btk_region__clone_ftp-3_mrna_ 

u0208 1_1 642-2026,guanine_nucleotidejregulatory ^rotein_(netl)__mrna,_complete_cds_ 
10 u04285utr#l_689-1148 5 lysosomal_acid _lipase,_cholesteryl_ester_hydrolase_(lipa)_gene 
ul6799JS65-1419,na,k-atpaseJ)eta-lj5u^^ 
u40038_1236-1425,gtp-bindingjrotein_a^ 
U 53445_2442- 

2928,ovarian_cancer_downregulated_^ 
15 u58046_4637-5 1 76,p 1 67_mrna,_complete_cds_ 

u76421_4572-4962>dsma_adenosine_deaminase^^ 

u777 1 8_2 1 00-2592,desmosome_associated jroteinjpininjtnma,_complete_cds_ 
u81006_1886-2348,p76_mma > _complete_cds 
u89505_l 087- 1 537,hlark_mma,_complete_cds 
20 u94586_145-445,nadh:ubiqumone_oxidoreduc 

all_x01060_4427-4986,mma_for_transferrin_receptor_ 

all_x 1 39 1 6_144 1 6- 14876 9 inma_for_ldl-receptor ^related __protein_ 

x53586mma_4766- 

5306,_integrin_alpha(or_dpha_e)jrote^ 
25 all_x68560J2909-3480 9 spr-2_mmaJbr^^ 

x69978cdsJ3218-3494:injreversesequence,J^^^ 

aU_x71490_1059-1552 9 mma_forvacuolarjproton_atpase,__subunit_d 

all_x72790J30~1461,endogenous_retro^^ 

x77909cds_888-1122:in_reversesequence,_1202-1406,ikbl_mrna 
30 x82676_3333-3873,mnm_for_tyrosine_j)hosphatase__ 

all_y00757_629~l 134,mma_for_polypeptide_7b2__ 

all_z34975_2303-2862,ldlcjtnma_ 

z49989cdsJ779-1079:in_reveisesequence,_l^^ 

35 Metagene 85 

d3 8553_2 125-2665,mma_for_kiaa0074 jgene, jpartial_cds_ 
d78367_l 372- 1 8 1 O^rna^for^kl 2_keratin,_compIete_cds 
j03 1 33J2096-26 1 2,transcription_factor_sp 1_ mrna, 3 end 
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106895_503-977 5 antagonizer_oO^ 
14 1 8 1 6mnia_89 1 -13 89 ,cam_kinase_i_mrna,_complete_cds_ 
s78085J719-l 1 87, jdcd2^rogrammedJcell_deatli- 
2/rp8_homolog_[human,_fetal_lung,_mma 5 _1282jtitL 
5 aU_u66083_2217- 

2758,contig_ofLtwo_cosnMdsJfo^ 

u899 1 6 _375-879,putative_osp Jike jroteinjtnma,jpartial_cds 
all_jx62048_l 820-2343, weel Jm_gene 

10 Metagene 385 

m32402mma_l 85 1 -2253 9 placentaljprotein_(pp 1 1 )_mrna,_complete_cds_ 
m93107_978-1278 J heart_(r)-3-hydroxybutyrate_dehydrogenase_ 

15 Metagene 465 

afD 1 59 1 3_1 437- 1 947,skb lhs_mrna,_complete_cds/gb=afD 1591 3_/ntype=rna__ 
dll428_1253-1757,inma_forjpmp-22(pas4^^ 
dl 6294_1 019- 1 523,nmiajfor_initochondrial_3-oxoac 
20 d21063_2853-3303,mma_for_kiaa0030^ene 5 jpartial_cds_ 
d3 8524J2673-32 1 3 ,mraaJfor_5'_-nucleotidase_ 
d63476_4587-4953,mma_forjciaa0142_gene,_complete_cds 

hgl 827-htl 856_s_atjigl 827-htl 856_cytochrome^50 > _sub^ilyjic,_altsplice_form_2 
hg298 l-ht3 1 27_s_at_hg298 1 -ht3 1 27__epican,_altsplice_l 1 
25 hg3 52 1 -ht37 1 5_at_hg352 1 -ht37 1 5_ras-related jprotein_rap 1 b_ 
j05682__l 023 - 1 575 9 subunit_c_oj^v-atpase_(vat_c)_mma,__3'_end 
128997_443-953,arll_mtna,_complete_cds 

13 1 80 1 _2229-2535 5 monocarboxylate_transporter(slc 1 6al ) jtnrna^complete^cds^ 
m25753mrna_l 1 03-1427,cyclin_b_mrna,_3 ! __end_ 
30 all_m27 1 6 l_6940-7265 5 mhc_i_cd8_alpha-chain_(leu-2/t8) jgene,_complete_cds_ 
m67468J3244-3720,fi^giIejx;_mental^^ 

m74524_l 1 90- 1 65 8,hhr6a_(yeast_radhomologue) jmma,_complete_cds 
m90656_2044-2590,gamma-glutamylcy^ 

uOOOO 1_20 1 9-2547,homologue_o^spombe_nuc2+_and_anidulans_bima 
35 uO 1 833_690- 1 1 64,nucleotide-bindingjprotein_mma,_complet^^ 
u09564_3725-4205 J serine_kinase_mraa 5 _complete_cds 
ul 5 128cds_10 1 1 - 1 299:injreversesequence,__2065-2233 ,beta- 1 ,2-n- 
acetylglucosaminyltransferase_ii_(mgat2 
ul7714_2774-3068:notjln^b_record,putativeju^ 
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u27460_l 582-1798>\mdme_d^ 
u393 1 8_1 59-675 ,e2jLibiquitin_conjugatin^^ 
u61145J2035-2509,enhancer_of_zesteJh^^ 
u61232_1407-1869,tubulin-folding_cofactorje_innia,j^ 
5 u69141_J31 l-1719,glutaryl-coa_dehydrogenasejtmna,„complete„cds_ 
u72263_2410- 

293 1 ^ultiple_exostoses_typeji^rote^^ 

u88047_1567-1969,dnaj>indingjprote^^ 

all_x02 1 60_47 17-4976 5 mma_for_insulin_receptorjprecursor_ 
10 all_x54993_1096-1685,tfiid_mma 

aUlx56807_2617-3194,dsc2_mnia_forjdesmocoUins_type_2 

x59244mrna_2391-2967,znf43_mrna 

x61100mma_1983- 

2445,J75Jedaj3ubimit_nadh^ 
15 aU_x63468_2398-2915,mraaJbr_tr^ 

alLx64229_888-1393,dek_mnia_ 

x65867cds#l_l 1 57-1409:in_reversesequence,_1447-l 639,mrna_for_adenylosuccinate Jyase_ 

alljK79201_2342-2775,mraa_for_syt 

x85753_1268-1646,mrna_for_cdk8_proteiii_kinase 

20 y00971mma_1891- 

24 1 9,rrmiaJfor jphosphoriobosyl^^ 

y 09943cds_117^52:in_reverseseq^^ 

proliferativejprotein_ 

25 Metagene411 

dl7570_565-1083,mma_for_zona-^ 

d49394_1619~2123,mmaJbrjjeroton^^ 

hg23584it4858_s_atJig23584it4858jproto-o^ 
30 139833j2587-3097,(clonejikvbe^^ 

ml3577mma_1550-2096 s myelmj)a^ 

ml4113tnma_8440-8986 5 coagulation_factor_viu:c_inma 9 jco 

alLm33987_2226-2701,carbonic_anhydraseJJcai)_mma,__complete_cds_ 

m35296_3284-3758,tyrosine_kinase_arg_gene_mrna_ 
35 m64934_1917-2397,kell_J>lood _group_protein_mrna_ 

all_s7 1 1 29__3-426,_acetylcholinesterase_{i4- 

e5_doman}J>uman,Jumor^ 

s78234_2755-3259,_nuc2jiomologjhuman^^^ 

u00238_3024-3552,glutaminejp^^ 
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u00943_1017-1203,clone_a9a2brta 

uOSSPT^TSV-lSSSjreceptorjprotein^-lbb^mrn^complete^cds 
ul5460 322-844 s bzipjrotein_b-atf_nirna, complete_cds_ 
U27326JL666- 
5 2 1 23 ,alpha_( 1 ,3/1 >4)_fiicosyltransferase_(fuO^ 

u3 1 875_979- 1 399,hep27_protein_mma,__complete_cds. 
u40846_1964-2399 9 alpha-n-acetylglucosaminid^ 
u51477J2883-3444,dia(7lglycerolJdnasejre^ 
u62317mrna#6J634- 
10 2156,Jiypotheticalj3rotein_384d8gene_extra^ 

u7 1 364 1 097- 1 553,serine jroteinase_irihibitor_(p 1 9)_mrna, complete_cds 
aUu73167_4971- 

35099,JbtJtacal4.2ajgene_extracted^ 
u79274_883- 138 1 ,clone_23733_mrna,_complete_cds. 
15 v00574cds_225-538:in_reversesequence,_3330- 

3468 J geim_line_gene_homologous_toJbladder_carcinoma_oncog 
all_xl 7622 3693-42 10^bk2_nmia forjpotassium channeljprotein_ 
x5 1 688mma_1054- 1438 ,mma for cy clin_a_ 

all_x625 1 5_1 3260-1 3708,mma_for^basement_membrane_heparan_sulfatejroteoglycan_ 
20 x70040cds_3944-4130:in_revereesequence,_4236-4470>ro^^ 

, x8578 1 exon_2-55 1 5 nos2__gene,_exon_27_/gb=x8578 l__/ntype=dna_/annot=exon 
yl0055cdsJ2802-3096:injreverseseqpence 9 JJ310-3532 9 i^ 

Metagene 326 

25 

110035_162~666:in_reversesequence,_684-690 9 ciys^^^ 
ml6594J790-904,glutathione_s-ti^s 

u8 1 523_1 378-18 70,endometrial bleeding associated factor jtnrna 9 _complete_cds. 
all_yl0375__l 179-1706 3 mrna_for_sirp-alphal 

30 

Metagene 237 

dl 7427_342 1 -3506 5 mrna__for_desmocollin_type__4_ 
d25278_2024-2510,mnia_for_kiaa0036_gene 5 _complete_cds 
35 d26528_10 17-151 S^mma^for^raa^helicase^complete^cds^. 

d32202_20 1 7-2263 ,mrna_for_alpha_l c__adrenergic_receptor_isoform__2,_complete_cds_ 
d43768 j663- 1 1 97, jaumanmmaforscm- l_(single_cysteine joiotif- l) 9 _complete_cds_ 
all_d49742J2413-2984,mma_forJhgf_activato 
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d498 1 7__1233- 1 725,inma_for_fhictose_6-phosphate,2-kinase/fiiictose_2 9 6- 
bisphosphatase,_complete_cds 
d49950395-918 9 Hver_mma_for_to^ 
d64158_415- 
5 668:notjUi^bjrecord,mraaJfo^^ 

d8 206 1 357-876,b-cell_mrna_for_a_member_of_the_short- 
chain_alcohol_dehydrogenase_femily,_partial_cds 
d82343j^74-960^mma_for_amy,_complete_cds 
d88270exon#2_89-293:in_jeversesequence,_18899- 
10 1 9 1 03 ,(lambda)_dna_for_inmiimoglobin_light_chain 

hg 1 804-ht 1 829__atjig 1 8 04-ht 1 829_omithine_aminotransferase-like 
hg2367-ht2463js_atjig2367-ha463_tri^^ 

hg2416-ht25 12_at_hg2416-ht25 12^alJ>eta_13(4)glcnac_alpha23-sialyltransferase 

hg2562-ht2658jsjatjig2562-ht2658_a-myb_ 
15 hg2689-ht2785_at_hg2689-ht2785_mucin_5b,_tracheobronchial 

hg3364-ht3541_atJig3364-ht3541_ribosonialjproteinJ37_ 

hg4102-ht4372_atjig4102-ht4372ja-ethyta^ 

hg4115-ht4385_atjig41 15-ht4385^ 

hg4333-ht4603_atjb£4333-ht4603_zinc^^ 
20 hg961-ht961_atJig961-ht961_guanine_nucleotide_exchange_factor_ 

j00073exon#2132-255:not_in ^bjrecordjalpha-cardia^actin^gene^^flaiik^and 

j00306cds_40-304:in_reversesequence,_l 1 68-2537,somatostatin_i_gene_and_flanks_ 

140371mma_661-1075 5 thyroid_receptor_m^ 

142354mma_25^09,(clone^8es4)_mma_fegmentygb=142354jntype==TOa 
25 14245 lmma_947-1397,pymvate_dehydxogenase_kinase_isoenzyme(p 
177559raraa_55^03,dgs-bjpartial_mrna/gb=177559_/ntype=rna_ 
ml2963mmaj$71-985,i_alcohol_dehydroge^^ 

m 1 409 1 mrnal 209- 1 73 1 ,thyroxine-binding^lobulin_mma,_complete_cds_ 
m 14 1 23cds#2_830- 1280,jpol_fromendogenousjretrovirus_herv- 
30 kl 0/gb=m 1 4 1 23_/ntype=dna_/annot=cds, jpol_fr 

m 14 1 23cds#3_l 3-1 75 7 _j)ol_fi:omendogenous_retrovirus_herv- 

kl0/gb=^14123_/ntype=dna_/annot=cds,jpol_fi:om 

m25629J270-846,kallikreinjtimia^ 

m25809_1358- 1 8 1 7,endomembranejprotonjpump_subimit_mma, complete_cds_ 
35 m26958_46-235,parathyroid_hormone- 
related^rotein_(pthrp)_mma,_5^ 
m29194cds_1090-1408:in_reverseseque^ 
m29994exon#l_2-80,alpha-i_spectim_^^^ 

ra3 1 24 l_s_atm3 1 24 l_m3 1 24 1 ,not_in_gb_record,coinplemeiit_receptor(crl)_gene_ 
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m6072 1 mrna_l 630-2 1 82,homeobox^ene 9- complete_cds_ 
m62982_1795-2299 5 amchidonate_12-Hpoxygenase_mma,_complete_cds_ 
m63603_1052-1574,phospholamban_mma,_complete_cds 
m63928_645-1161,tj3ell_activation_^ 
5 m74Q93_1283-1685 s cyclin_mma_ 

m8 3 6 64_ 1 09 8- 1 4 1 6,mhc_ii_lymphocyte_antigen_(hla-dp)^^ 
m89914_8414-8952,neurofibromin_(nfl)_gene,_completejcds 
m93283_898-1438 9 pancreatic_Hpase_relatedjrrt^ 
m99438_1768-2332 9 tiansducin-likejenhancer^^ 
10 s691 15__250-808 9 _ j granulocyte_colony- 
stimulating_factor_induced^ene_[^^ 
s76756_5 10-954,_4r-map2=microtubule- 
associatedjrotein4r_isofonnJ^ 

u00944_l 1 2 1 - 1 61 9,clone_a9a2brb6_(cac)n/(gtg)njrepeat-containing_m^ 
1 5 u04806_247-787,flt3/flk2 Jigand_mrna,_complete_cds. 
u09367_J 942-2449,zinc_fingerjprotein_znfl 36 
u20230exonJ7~127,guanyl_cyclase_c_gene jart 
u23430exon_172-496:injreversesequence 9 J793^ 

u3 3 05 2_2 643 -321 2 ^ipid-activated, jro tein_kinase jprk2 _mma,_complete cds_ 
20 u34038_880-1390,proteinase-activated_receptor-2_mrna,_complete_cds_ 

u37 143_1 256- 1 832,cytochrome j450_monooxygenase_cyp2j2_inma,_complete_cds_ 

aU_u37219_2132-2583,cyclopbilin-likejpro^ 

u40223cds_660- 

1 068:in_reversesequence 9 _l 548,uridine_nucleotide_receptor_(unr)^ene,_complete_cds 
25 u4701 lmrna#l_58 1-79 1 :in_reversesequence ? _75 1- 
96 1 ,_fgf8_gene_(fibroblast_gro^ 

u48707_123-597,protein^hosphatase-l_inhibitor_mma, complete_cds 
u50527_1493- 1891 ? brca2_region,_mma_sequence_cg0 1 8_ 
u59286_49-439,beta-rl_mma,jartial_cds/gb^59286_/ntype=ma_ 
3 0 u5932 1_1 625-1 967 ? dead-boxjroteiBjp72_(p72)_mrna,_complete_cds_ 
u605 1 9 J£965-3499,apoptotic_cysteme jrotea^ 

u66048mma_2400-2838 5 clone_161455-2-3_b_cell_expressed_mma_from_chromosome_^ 
u66088_1895-2369,sodium_iodide_s3maporter_mnia,_complete_cds 
u7 1 08 8_1 325- 1 5 8 6,map_kinase_ldnase_mek5c_rnrna,_complete_cds 
35 u75272_743-1283,gastricsinjcnrna,_complete < _cds 
u75276J2760-3225,tftib_related_factorJi^^^ 
u791 15_337-886,deathjadaptor_moleculej^ 
U7925 3J734- 1 1 00 3 clone_23 893_mma,_complete_cds. 
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u90306_l 3-1 75,iroquois-class_homeodomain_protein_irx- 
4_mma,jartial_cds/gb^90306_/ntype==ma 
u96629mrna#l_1142- 
1658,J2a8.2jgenej(unknownjrotein^^ 
5 all_x00588_5021-55 14,mrna_forjprecursor_of_epidennal ^owthjfactorjreceptor 
x02612mrna#3_656-1184,geae_for_cytochrome_p(l)-450_ 
all_x03 663_339 l-3824^nma_for_c-fms_proto-oncogene__ 

xl7254cds_?l 1-121 l:in_reversesequence,__ 1335-1449 ,nmia_for_thejxanscription_factor_eryfl 

x54673 cds_1493- 1 775 :in_reversesequence,_20 15-21 35,gat l_mma_for_gabaJransporter 
10 all_x65873_3 040-355 1 ,mrna_for_kinesin_(heavy_chain) 

x65977cds_118-268:in_reversesequence,_325^ 

all x74301_4 1 70-4479,mma_for_inhc_ii_transaclivator 

ali_x784 16_369~921 ,alpha-sl -caseinjnrna 

all_x80878^120-4349^_kappa__b_mrna 
15 alLx82895_2890-3425^nrna_for_dlg2_ 

x95 190cds_l 574- 1 958:in_reversesequence,_2 1 70^nma_forj3i^ched_chain_acyl-coa_oxidase_ 

x97302mma30-235,mma_forj?tg~lj^ 

x99393cds_292-552:in_reversesequence,_655-787,cmkbr5 jgene,_jion-functional_mutant 
yl 1999cds_31-358,mmaJfor_inosito^ 1999_/ntype=rna_ 
20 z29090cds_2967-3183:in_reversesequence s _320^ 
z69923cds_1572- 1 8 1 8:in_reversesequence,_6905- 
7019 J dna_sequence_fem_cosmidJ^19©,Jitmtington , s_dise 
z84483cds_1166-1676,dna_sequencejErom^a 
13_containsJklot 

25 

Metagene218 

d89377_1587-2148,mmaJfcr_msx-2,_complete_c^ 

10 1 042_2723-3209,hivl jata_element_modulatory^ 
30 102932_1331-1829,peroxisomejroliferator_acti^^ 

140636j3438-3822XcloneJfokJuJ^)jrotem^ 

i77571mma_1738-22184gs-a_mma,_.3 , _end_ 

ral3207exon#2-4_6-288:in_reveisesequenc^^^ 

macrophage_colony-stimula 
35 all_ml 9 1 59 J3664-4 1 93,placental_heat-stable_alkaline_phosphatase_(plap- l)_gene,_complete_cds 

m20681nmia#2J$326-3842 5 glucose_transpo 

m2 1 934_at_m2 1 934_m2 1 934,not_in_gb_record,rearranged_and_truncated_ig_gamma_heavy_cha 
_disease (riv) 



810 



WO 2004/038376 



PCT/US2003/033946 



m22005cds_49-367,interleaikingene,_clonejp^ 
2c/2tt/gb=*n220 

m282 10_356-686,gtp-bmding^ 

m3 0894 1 015-1513 >cell_receptor_ti jrean^ged^am^ 
5 m62800mrna_l 350-1 827 ? 52-kd_ss-a/ro_autoantigeii_mma 9 _ - complete_cds 
u28833_1571-2075,downjsyndrome_criticaW 

u47292exon_120-564,spasmolyticjpolypeptide_(sp)^ene,_5 , _region_and 
u64675_l 439- 1 8 5 3 ,sperm_membrane jrotein bs-63_mrna, complete cds_ 
u66838_l 138- 1594,cyclin_al_mma,_complete_cds 
10 u67614_at_u67614_u67614,not_in _gb_record,sinusoidal_reduced _glutathione_transporter- 
associatedjprote 

all__x54457_2328-24 1 6 9 mma_foi; J3ile-salt-stiinulated_lipase__(bssl)_(ec_3 .1.1.3) 
aU_x59656_1286-1827,crk-like_gene_crkl 
aU_x76342J484-2019,adh7_mrna_ 
15 all_x78926_l 271-1 8 12^B_mraa_for_zinc_fingerj)rotein_ 
x79568cds_1038-1314:in_reversesequence,_1399-1627 5 b^ 
phosphatase^ 

all_jy00787_1314-1469,inma_for_mdncf_^^ 
all_z29074_1968-2269 ? mma_for_cytokeratin^9 

20 

Metagene 377 

d49488 640- 1 138,mmajfor_alpha-tocopherol Ji^sferjprotein,_complete_cds_ , 

I34363cds_3540-3847:in_reversesequence,_4791-4896,x- 
25 linked_nuclearjprotein_(xnp)_gene,_complete_cds_ 

139064mrna_3922-4348,interleukinreceptor _(il9r)_gene,_complete_cds 

m202 1 8exon_l 5-249 :not in gb record,coagulation_factor_xi_gene_ 

m26665J267-484,histatin(his2)jmma,_^^ 

m59499inma#l_3549-3891Jipoprotein-associated_coa 
30 m61176_1093~1549,bram-derived_neuroto 

u02632_27 1 1 -3047,calcium-activated jotassium_chaiinel_inTna,_^artial_cds__ 

u27 1 93_1 872-2346,protein-tyrosine ^phosphatase _mrna,__complete _jcds_ 

Metagene 96 

35 

hg2668-ht2764_at_hg2668-ht2764_bradykinin_receptor_ 
u58032_1007- 

1322,myotubularin_related^rot^^ 
u89012J2087-2639,dentinjnatrix_acidicj^ 
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Metagene 63 

' d55638_227-659,b-cell_j>abl_(pseudoautosomalJboundary- 
5 like_sequence)_mrna,_clone_bc4/gb==d5563 8_/ntype 
d78261_129344334csat_tramcription_fac^^^ 
4)_s 

hgl437-htl437_s_atJKgl437-htl437^roto-oncogeneJrk 
hg2825~ht2949_atjig2825-ht2949_ret^^ 
10 hg3570-ht3773_atjag3570-ht3773jrotei^^ 
hg668-ht4793_atjig668-ht4793_t-celljfe^^ 
j04430mmaJ794-1350 5 tai1rate-resistan^^ 

108 1 87_55 1 - 1079 5 cytokine_receptor_(ebB)_mrna,_complete_cds 
134059_2447-3017,cadherin-4_mraa,_complete_cds 
15 m37984inma_97-589 ) slow_tvvitc^^ 

m57506mma_j25-48 1 ,_scyal_gene_(secreted __protein __i-309)_extracted_fromsecreted_protein_(i- 
309)_gene,_ 

m74089_19 1 1-227 1 ,tbljgene_mrna,_3 , _end_ 
s77094__1075- 
20 1 62 1 , jaicotinic_ace1ylcholine_recepto^^ 
s80050iiuTia_653-l 133,3dp-n-are^ 
acetylglucosaminyltrans 

s82 1 85_4 1 9-905,__brag- l==brain-related_apoptosis_gene/bcl-2 _homologJbuman,_mg- 
107 _glioma,_mrQajpartia 
25 u00928_61 1-1 151,clone_ce29_4J_(cac)n/(gtg)n_repeat-containing_mraa 
u0941 2 1 6 1 9-2045 ,zinc_fingerjproteih_znfl 34_mrna,_complete_cds_ 
ul 1878jM69,interleukin- 

8_receptor_typej3_(il8rb) jnrna,_splice_variant_il8 rblO,jpartial_cds/gb==ul 1 8 
u!2775exon 156-342:not_in__gb_record 5 agoutijgene 
30 ul3022_1572-2124,negativejregulato^ 
1 )_mrna, complete cds_ 

u 1 5306_3076-3466,cysteine-rich_sequence-specific_dna- 
bindingjproteinnfic l_mrna,_complete_cds_ 
ul 8259_6077-6647,clone_ciita-8_mh^ 
35 u22 1 78__3-32 1 ,prostatic_secretoryjrotein_57_niraa ? _complete_cds/gb=u22 1 78_/ntype=ma 
u28488_1344-1847,putative j>^rotein-coupledjreceptor^ 
u34877_5 1 l-997,biliverdin-ixalplia_reductasejiiraa,_complete_cds_ 
u43959_758-815 5 betaadducin_mma 9 _altematively_splicedjpartial_cds 
u77 1 29_2447-2975,sps l/ste20Jhomolog Jchs l_mrna,_complete_cds 
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u79247_l 1 57-1559 9 cloneJ23599_mma_j5equence_ 

u831 15_6327-6753,non-lensJbeta _garnma-ciystaUin_likejrotein 

u85430_3 1 l4-3279,1xanscription_factor_nfatx4j3mia,_comp 

x(M327mraa_1084-1564,erythrocyteJ2,3-bisphosphoglycera 
5 aU_xl3255J2280-2725,inmaJbrjiopam^ 

xl 5393mrna_19-54 1 ,motiIin_gene_exon(and Joined_cds) 

x59711cds_626-998:in_reversesequence,_1244-1280,nima_for_caat~ 

box dna_binding_protein subunit a_ 

x67337J2825-3365,hpbrii-4_mrna_ 
10 aU_x69636_1268-1951,mnia_s6quence_(15ql 1-13) 

all_x78933_1420-19704i2fl0_mma_for_zinc_fmgerjrotein 

x83441mrna_2724-3102 9 mma_for_dna_ligase_iv 

aU_x90568_81371-81864,mmaJfcr^ 

all_x9 1 868_9 1 5- 1 378 } mma_for_six l_protein 
15 all_x96754_846- 1 05 1 ,gene_encoding Jcappa_light_chain_constant_region 

x98206mma_55-277:in_reversesequence,_307,mma_for_uv- 

b_repressed_sequence,_hur/ gb^9 820 6_/ntype==rna 

Metagene 77 

20 

u 1 2767_4598-4922,mitogen_induced_nuclear_orphan^ 
u79298_928-131 2,clone_23803_mrna,_partial_cds 
x58987mma_1801-2299,nmia_for_d-l_dopamine__receptor 
all_x9767 1_3 1 -566,mrna_for ^erythropoietin _receptor_ 

25 

Metagene 380 

m27281_642-l 1 ^jVascularjpenneability^factor^mmaj^complete^cds 
m75 1 10_8 14-13 12,h,k-a1pase_be1a_subunit_mrna,_complete_cds_ 
30 m99487_2039-2555,prostate-specific_membrane_antigen_(psm)_mma,_com 
u73704_1248-1764,48jcdajfcbp-associatedjprote 

Metagene 229 

35 m27 1 60mrna__144 1-1 879,tyrosinase_(tyr)_mrna,_complete_cds_ 
m64590_3317-3737,glycine_decarboxylase_mrna,_complete_cds 
u267 1 2__29 10-331 8 5 cbl-b Jruncated_fonnlacking_leucine_zipper_rnrna, jcomplete_cds 

Metagene 345 
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d00632_1032-1470,plasma_(extraceUu^ 

d38 145_141 8-1952,mraa_for_prostacyclin_synthase,_complete_cds 
s77812_J48- 
5 211 ,_fltr^ascular_endotheliaLgro^ 

u05861exon_50-243:not_in ^b_record,hepatic_dihydrodiol_dehydrogenase__gene_ 

Metagene 327 

hg4 1 67-ht4437_at_hg41 67-ht4437_nuclear_factor_l ,_a_type 
hg855-ht855_s_at_hg855-ht855_dira_excisfo^ 
j05037_918-1368,serine_dehydratase_mma,_complete_cds 

j0540 1 1 158-1 554,sarcomeric_mitochondrialjcreatinejdnase_(mtck) _j»ene,_complete_cds 
146353mma_6579-7077,Mgh-mobnity_^oupjphosphoprotein_(hmgi-c^ 
u 1 08 86__4762-5068,density_enhanced_phosphatase- l_mma,_complete_cds_ 
u222331 659-2 1 66,methylthioadenosijae jhosphorylase (mtap)_nmia > _complete_cds_ 
all j?t03350_l 973-25 14,mma_for_alc^^ 
z94753exon__92-444:in_fuilsequence,__1246- 

1265 9 dna_sequence_fromjac_465gl0_on_chromosome_x_containsjrn 
Metagene 187 
108835mma#l_3166- 

3 3 67 ,_dmjkinase^ene_(myotonic_dystrophy_ta^ 
25 all m 1 93 1 1 8 76- 1 059,calmodulin_iEurna 5 _complete_c^^ 
u5 3 506__1 344- 1 8 3 6,1ype_ii_iodothyron^ 

Metagene 490 

30 af005775_275-755,caspase- 

like_apoptosis_ regulatoiyjprotein(clarp)_nima,_alteraatively_spliced,_compl 

135269exon_1602-2040,zinc_fmgerjrotein_35__.(znQ5)_gene 

u32499_848-929 9 d3_dopamine_receptor_mrna,_coniplete_j5ds. 

u78107_667-1105,gamma_snap_jnrna,_complete_cds 
35 u85946j2030-2288,bram_secretoryjpro^ 

Metagene 484 

ab003177_604-1096,mnia_forj>roteasome^ 



10 



15 



20 
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hg3 187-ht3366_s_atjb£3 1 87-ht3366_t^ 
hg3546-ht3744_s_atjig3546-hl3744jpre-mr^^ 
ml9650_1446-1700,2 , _3 f _-cycUcjiucleotide_3 , _-phosphodie^^^ 
s62904_2130- 
5 2523,_thiopurinejtnethyltransfe^ 

u47007_l 8 1 8-2250 9 transcriptional_repressor_(nab l)jaabl_mma,_complete_cds 

u5 1 004_1 66-508,putative^roteinJkinase_c_iiihibitor_(pkci- l)_mraa,_complete_cds_ 

u90304_1272-1782,koquois-class3omeodomainjro^ 

z93784cdsJ702- 

10 1 008 :in_reversesequence,_5 879 1 :not_in_gb_record,dna_sequence_fiDm _pac_398c22_on_chromo 
Metagene 480 

d38500_574-958,pms6_mma_(yeast_mismatch jrepair _gene_pmsl_homologue),jpartial_cds_(c- 
15 terminal_region 

hgl75 l-htl768_s_at_hgl75 l-htl768_chorionic_somatomainmotropinJbionnone - _cs-5 
hgl7834itl803j5_atjagl783-htl803jsl^^^ 

hg41 1 6-ht4386_s_at__hg4 1 1 6-ht43 8 6_olfactory_recep toror 1 7-21 9_ 
1148 13_856-1 147,carboxyLester_lipase_like ^rotein_(cell)_mnia,_complete_cds_ 
20 176703mraa_2687--3245 3 b56epsilon_mrna,_complete_cds 

m26856cds_1126-1456:in_reversesequence,_3467-3600 5 21^^ 
all_m60746_531-844 J MstoneJh3.1_(hlf3)_gene,_complete_cds 

s52028_j582-l 141 s _cystattaonine_gamma4yase_{clon^^ 194_nt] 
s68271_891-1191,_crem=cycHc_amp-responsiv^^ 
25 u0388 6_22 14-273 0 3 gs2_mrna,_complete_cds 

ul0685exon#2_992-1142:in_reversesequence,_3043-3271,mage- 
1 0_antigenjmage 1 O)gene,jcompletejcds_ 
u47050J2888-3296,putative_calciumJ;nflux_^^ 

u49 1 1 4_2 1 96-2700,prohormone_convertaseprecursor (pc5)_mma,jpartial cds_ 
30 u58522_1608-2124^untingtin_interactingjprotein_(hip2)_mma,^ 

u66036J732-1236,s\ilfotransferase_mma,_complete_cds 

u74382_13 17-1 900,telomeric jrepeat_dna-binding 

u84573j2882-3422,lysylJiydroxylase_isofonn(pfo^ 

u87593j^at_u87593_u87593,_4040Jn_u87593_31- 
35 5 68,endogenous_retrovirus clone jp 1 .8 jpolymerase_mraa > _p 

alljxl 6546J724- 1 3 1 9 ,dna_for_eosinophil_derived_neurotoxin 

xl7576cds_802-1078:in reversesequence,_1233- 

1 3 89,melanoraa_mma_for_nckjprotein,_showing_homology_to_ 

all_z22970_4355-4 674,mrnajfor_m 1 3 0_antigen__cytoplasmic_variant_2_ 
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Metagene 477 

ab000897j*3-373,mma_for_cadherin_fib3 ,_partialjcds/gb=ab000897_/ntype=rna 
5 hg3033-ht3 194_atjig3033-ht3 194_spliceosomai_protein_sap_62_ 

hg3426-ht36 1 0_s_at_hg3426-ht3610_zinc_finger_protein_hzf- 1 6,_kruppel-like,_altsplice_l_ 

1245 59_1 634-2078,dnajpolymerase_alpha_nmia,_complete_cds 

u07139_2039-2459,voltage-gatedjcalcram_ch^ 

u36500_2741-3209Jymphoid-specific_spl00Jiomoto^ 
10 u46767_288-768,monoc>rte_chemoattac 

all_u60269_l 3-524,endogenous_retrovirus_herv- 

k(hml6)_proviral clone_hml6. 1 7_putative_polymerase_and_ 

x76223exonJ2-540,mal_gene_exon_4. 

x89267exon#10_225~ 
15 31 2,dna_forjuroporphyrinogen_^ 

x90978_l 1 87-175 1 ,inma_for_an_acute_my 

Metagene 467 

20 d38502_850-1120,pins4_imra_(yeast_m 
tenninal regio 

d84 145_45 8-980 ,ws-3_mrna,_complete_cds_ 
hgl 828-htl 857_at_hgl 828-htl 857_nexin,_glia-derived_ 
hg3513-ht3707_at_hg3513-hO707jt^ 
25 hg3954-ht4224_s_atjhg3954-ht4224jandstera^ 

hg41 14-ht4384_at_hg41 14-ht4384_olfactory_receptor_orl7-209_ 
reverseJ04742J384-607:inJ04742cds_49-110,auto^ 
103785J72-582,regulatoryjtnyosin_ligh^^^ 

all J26336 J269 l-3220,heat_shock L _protein_hspa2 _gene,_complete_cds_ 
30 135253_972- 1 047,p38__mitogen_activated_j>rotein_(map) Jdnase_mnia,_complete_cds 
140388mrna_195- 

675 ,thyroid j:eceptor_interactor_(trip 1 5)_mma,_5 , _end _jof_cds/gb=140388_/ntype=ma 
aUjcn21388J^95,unproductively^^ 
3ala.,unp 

35 m2 1 984_44 1 -95 1 ,(clonej)whtnt 1 6)_skeleml_muscle_troponiu_t - mma,_complete_cds 
m3 1 523_4 1 5 5 -43 5 3 ,transcription_factor_(e2a)_mnia,_complete_cds_ 
m33653_467-965XclonesJht-[125,133])_^^^ 

m62840mrna 1 755-2 1 75 ,acyloxyacyl_hydrolase_mrna,_complete_cds 
m65 134mma_3588-4 1 02,complement_component_c5_mma,_3 , _.end 
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m9039 1_1 73 6-2866 9 putattvejl- 1 6 jproteinjprecuraor^mrna^complete^cds 

s66427_4218-4764,_fbpl^etinoblastoma_bindingjprotein[human,_n 

b_cell_leukemia,_mrna 5 _4834_ 

s7G609_l 78 1 -2339, jglycine _transporter_type_lb J^uman,_substotiajiigra,_nima,_2364jnt] 
5 s8 1264_50-243,Jis-tbx2H-box_geneJt- 

box_region}_[hutnan,_fetal_kidney, jmmajpartial,_283 jnt]/gb=s8 1 2 

u03486cds_625-1045:in_reversesequence,_l 121-1211 ,connexin40 ^gene,__complete_cds 

u06632_2039-2579,p80-coilin_Biina,_completecds_ 

u 1 6997_1 218-1 764,orphan_receptor_ror ^amma_mrna,_complete_cds 
10 ul9487_1843-2329,prostaglandin_e2_receptor_mma,_complete_cds 

u21936_2630-3038,peptidejransporterj^ 

u27459J2534-2984,origin_recognition_complex^^ 

u433 1 8_1 805-229 1 ,putative_traiismembi^ejre^ 

u5»l 0 1 0exon_l 7-222,nicotinamide_n- 
15 methyltransferase^ene,_exonand_^^ 

u59289_3350-38244i-cadherin_mnia,_complete_cds_ 

u61374__1265~ 

1715,noveljproteia_with_sho^ 
u61836mmaj540-9724)utativecyd^^ 
20 u62317mma#7J20i6- 

2532,_hypotheticaljprotein_384d8gene_extracted_£rom_chrom 
u66617_2252- 

2786,swi/sni^complex_60Jkda_sub^ 
u78027mma#4_1964-2372,_144l_gene_(144- 
25 like_ribosomaljprotein)_extracte^ 

u82256_1325-1823,arginase_type ii_mrna,_complete_cds_ 
u82303J25-313,unknown^rotei^ 

u95020__l 276- 1786,voltage-dependent_calcium_channel _beta-4_subunit_mma,_complete_cds. 

x04898mraa_49-445,gene_for_apolipoprotein_aii_ 
30 all_x52056_778- 1304,mmaforspi-l jroto-oncogene 

x59770mma_685~1213,il-lr2_mmajfcr^^ 

x61177mma_1495-1933,hsil5r2^ene_fo^^ 

x79780cds_94-622:in_reversesequence,_646,ypt3_mrna 

all_z35085_1960-2506,nmia_for_uiilmqwii_antigen 
35 z47055cds_437-968j5artial_cdna_sequence,jfamesyljp^ 

4/gb=z47055Jntype=d 

Metagene 459 
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d21853_l 1 1 1-I543,mmajforjkiaa01 1 l_gene,_complete_cds 
d79986_4973-55 1 3,mmajFor JriaaO 1 64_gene,_complete_cds 
d87077_5465-5975,mma_forjdaa0240_gene,jpartial_cds_ 
hg3076-htf238js_atjig3076-ht3238jieterog 
5 hg3514-ht3708_atjig3514-ht3708jropomyosin_^ 
hg4322-ht4592_at_hg4322-ht4592_tubulin ? _beta_ 

J0262 lmrna_653- 1 2 14,non-histone_chromosomal_protein_hmg- 14__mrna,_complete_cds 
j04029_1450-2007,keratintype_i_inte^ 

j04152mrna_1181~1648 s _mlsl _gene_extracted_fromgastrointestinal_tunior- 
1 0 associated_antigen_ga733-l_prot 

B7368_1849-2359Xclone_e5J)jrna-bindin^^ 

140397mrna_979- 1267,(clone_s3 1 il 25)_mma,_3 f _end_ofcds_ 

142379mrna_2645-3 1 5 5 ,bone-derived^owth factor_(bpgf- l^mm^complete^ds^ 

ml6342mrna#2_1287- 
15 1581 ^uclearjribonucleoprotein^article_(hnrnp)_c jrotein_mrna,_complete__cds_ 

ml93 1 lrrmia_520- 1052,calmodulin_mma,_c^^ 

m23379__3723-4 1 79 J gtpase-activating_protein_ras_p2 l_(rasa)_mrna,_complete_cds_ 

u00947_l 301-1 347,clone_c4e_3 .2_(cac)ii/(gtg)n_repeat-containiiig_mma 

u06631_3269-3779,(h326)_mrna,_complete_cds_ 
20 u20998_973-1417 5 signal_recogmtionjartto 

u35(M8_1159-1675,tsc-22jprotein_mrna,_complete_cds_ 

u3545 1_1 643-2027^eterochromatin_protein_p25 jairna,_complete_cds 

u57877 J766-1 144 9 integral_membrane _protein_cii- 

3_timia 5 _nuclear_gene_encoding_mitochondrial^rotein,_c 
25 u77948_27 14-323 6,bmtonjyrosinejkin^ 

u79282_l 087-165 1 ,clone_2380 l_mrna_sequence_ 

u90549_1452-1932^on-histone_chromosomaljro^ 

u9055 1_1 071-1 623 5 histone_2 a-like_protein_(h2a/l)_rarna,_complete_cds 

u95740mrna#l_5316- 

30 5856,_362g6. l^ene_(unknownjprotein^^ 6p 
x01703exon#4_929-l 1 5 1 ^ene^for^alpha-tubulin.Cb^alpha^l)^ 

x 1 5729cds__l 538- 1 820:injreversesequence,_2069-22 1 5 3 mmafor_nuclearj68_protein 
x59405exon#12_1560-2040 J _h.sapiens,_gene_fo^^ 
all jx63753_5 1 1 6-562 1 ,son-a_mrna 
35 all_x68 194^15 13-2090 s h-spl_mrna 

all_x72841_1378-1937,ieL7442_mma_ 
all_x74104_650-1059,mma_for_trap_beta_subunit_ 
all_x75304_9705- 1 0252 ? giantin_mrna_ 
x8 1 003mrna_ 1 032- 1 560,hcg_vjnma 
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alLx81198_3084-3673^nma_(clonej5)_for_archain_ 
all_x8 1 625_3058-3617,mma_for_cll jprotein 
aU_x84908_3722-3975,mmaJfo^^ 
all_x86098ji367-2704^nma_forjbs69^rotein_ 
5 aU_x95648_1063-1658^nma_for_eif-2b_alpha_subunit_ 
all_z72499_3 1 57-3740,inma_forJheipesvi^ 

Metagene 446 

10 dl 739 1 J29570497,mma_for_alp^ 

hg4582-ht4987_atjig4582-ht4987_glu^ 

104569_8323-8890XcloneJhht-l)J-type_voltage- 

dependentjcalcium _chaimel_alj5ubunit_(hht)_mma,jcompl 

ra378 15mnm#l_l 079- 1589,_cd28^ene^^ 
15 cell_membrane^glycoprotein_cd2 

z49995inrna_2014-2590 J mrna_(noii-coding;_clone_h2a) 

Metagene 435 

20 dl 4874_908- MOejinnia^for^adrenomedullin^compIete^ds 
d50857_5954-6440,dockl 80jprotein_mrna 9 _complete_cds 
hgl428-htl428 - s__atJigl428-htl428_globin,Jbeta 

hg28 1 5-ht293 l_s_atjig28 1 5-ht293 l_myosin, Jight_chain,_alkali,_smooth_muscle,_non- 
muscle,_altsplice_2 

25 hg3523-ht4899_s_at_hg3523-ht4899 _proto-oncogene_c-myc 9 _altsplice_3 9 _orf_l 14 

109235_1323-1845,vacuolar_atpase^ 

110838J79^99,srjproteinjfamily,jre^^ 

142601cds_1334-1665:injreversesequence,_247-470 > ^^^ 

m8 1 637_1 078- 1 603,grancalcin_mrna,_complete_cds_ 
30 s82297_3-39 1 ,_beta_2-microglobulin_{ 1 lbp_deleted_between_nucleotides_98- 

99}Jfcuman, colon_cancer_cel 

u07 1 5 8_64 1-11 69,syntaxin_mraa,_compIete_cds 

u37518_1162-1390,tnfHrelated_apoptosis_indu^^ 

u43083_1408-1582,g_alpha-q_(gaq)_innia,_complete_cds 
35 u84569_647- 1 2 1 7,yf5_rarna,_cornpIete_cds_ 

u9 1 327mrna__l 56-654 ,chromosome_l 2p 1 5 Jbac_clone_cit987sk- 

99d8__complete_sequence/gb=oi9 1 327_/ntype=dna_/ 

x03689cds_17-255,mmajfragmentj^ 

x89399_s_at_x89399_x89399,not_jn _gb_record,mnia__for_ins(l ,3,4,5)p4-bindingj)rotein 
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x95073_657-l 1 1 9,mma_for_translin__associated jprotein_x_ 

Metagene 404 

5 d87009cds#5_1325-1565:in_fuUsequence,_35519- 

35735 9 _5 ! _oy 1 1 J^ene_extracted_from(lambda)_dna_for_im 
m68895ixima_858-1278 J alcohoLdehydrogenasegene,__conipiete_cds 
x54489inraa_660-1034,gene_for_melanoma_^^^ 
alljx68242_408-889 1 mma_for Jiin- 1 

10 

Metagene 338 

d50370__2047-258 1 ,mma_for_nucleosome_assemblyjTotein,_complete_cds 
143576_709-1009,(clone_est02946)_mnia_ 
15 m361 18_491-828,cytotoxin_serine^rotease~c_imna 5- complete_cds 
s81419_25- 

349,_dystrophin,_dystrophm_{pur^ 
u04735_1728-2184,microsomal_stressJ70^roteu^ 
u45255mma_1576-1952 3 paired-boxjrotein_pax2_(pax2)_gene_ 
20 u5 833 1_762- 1 04 1 ,placental_delta_sarcoglycan_ninia,_complete_cds_ 
u63139_5305-5779 3 rad50_(rad50)_mrna,_complete_cds 
x92 1 1 0mrna_7 1 4-1 242,inma_for_hcgviii jprotein_ 
247553 mma_l 76 1 -2247,inma_forjflavin-contaiiiin 

25 Metagene 316 

hgl724it3924_atjigl72-ht3924j5pemidine/spe 
s79267_2828-3398,_cd4_receptor_{exonsand_^ 

u 1 0868J2267-2765 ,aldehyde dehydrogenase_aldh7_mma,_complete_cds_ 
30 u31449J773-1337,intestinal_andJKver_tetraspan^^ 

u5791 1 1 693-2203 3 fetal_bmin_(239fb)_mma,_from_the_wagr_region,_c 

u67934cds_375-501:in_reversesequence,_549- 

765,44.9_kdaj>ro tein_c 1 8b 1 l_homolog_gene,jpartial_cds 

x58022mma_803-1223 9 mma_for_cordcotropin-releasing _factor_binding_protein_(crf-bp)_ 

35 

Metagene 299 

s75881_234-719,_a-myb^na-binding_traiisactivator_{3 , _regi 
leukemiajine,jmraa_ 



820 



WO 2004/038376 



PCT/US2003/033946 



z2 1 707cds_552-9 12:in_reversesequence,_954-984,pl 8_mma 
Metagene 298 

5 664 1 1 0__6 15-1161 9 imna_for_tob_fainily,_complete_.cds 
hg2564-ht2660_s_atjig2564-ht2660j*amma-amin^ 
j04056_746- 111 8 5 carfaonyl_reductase_mma,_complete_cds 
m64 1 74_3 0 1 2-3468 ,protein-tyrosine_kinase_(j ak 1 )_mrna,_complete_cds_ 
u823 1 9_470-980,clone_ydd 1 9_mrna_sequence_ 
1 0 x67594cds_507-909:injreversesequence,_l 1 1 9- 1 22 1 ,mma_for msh_jreceptor_ 

Metagene 296 

m69 1 77_1992-2436,monoamine_oxidaseJ)_(maob)_mma,_complete_cds_ 
1 5 m94 1 5 1_3 127-363 1 ,cadherin-associated _jrotein-related__(c^}-r)_mnia,_complete_cds 
u01102exon#l-3_4- 
109:not_ui^bj:ecord,lung_clara^ 

u49 83 5_83 2- 1361 ,ykl-3 9_precursor_mrna,_complete_cds 
u88898_561-757,endogenous_retroviral_hjprotease/integrase- 
20 derived_orfl_mrna,_complete cds, _and_putat 

Metagene 277 

ac000066cds_2985-3237:in_revereesequence,^ 
25 afO00560_1220- 1 697,ttf-Mnteractingjpeptidemnia,_partial_cds. 

d86958_6175-6430,mma_forjciaa0203_gene,_complete_cds 

hg3369-ht3546_atJhg3369-ht3546jotassium^ 

related_family,_member_l 

143575mma_1021-l 1 06,(clone_48a8)_mrna 
30 ml5841_492-945,u2_small_nuclearjma-associa^ 

m27878_2656-3 172,dnaJ?mdmg jrotem_^ 

m3 15 i6mma_1492~2002,decay-acceleratbg_factor_mrna,_complete_cds 
m34309_44 1 0-483 6,epidermal ^ov^_factor_receptor_(her3)_mma,_complete_cds 
m9943 6_1 808-2246,trai)^ducin-like_enhancerjproteiiiL_(tle2) jtnma,_complete_cds 
35 u 1 8242 _76 1 - 1 265 ,calcium_modulating_cyclopMin_H^ 

u5 1 334 1 840-2068,putative_rna_binding jrotein_(rbp56)jmtna ? _complete__cds_ 
u60205_1192-1726^ethylj5terol_oxidase_(erg25)_mma,jcomplete_cds 
u65928J71 1-1 125 jim_activation_domainJ>inding jrotein_mma,_com 
u82279_1505-2069,immunoglobuiin-like_transcriptmma,_com 
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u9 1 52 1 J2098-2470,peroxin(hspex 12)_mma,_complete_cds. 
all_x79353_l 624-2 1 89^ap-4_mma_for ^dp-dissociationJtotobitor_ 
all_x80754_1279-l 8 62,mrna_for_gtp-binding_protein 

x8 1 85 1 cds j26-326,Jbsapiens_il-4_gene_splice_variant/gb==x8 1 85 1 _/ntype=xna 
5 aU_x83543J7066-7427,apxl_mrna_ 

x90999cdsJ390-726:mj*evercesequence,_828-942^ 
all_x99584_197-630 5 mma_for_smt3ajprotein 
allj>K)0291J2443-2888Jhapjrnnia_OT^ 
all_y07566J>5 1- 1066,mrna_for_ritjprotein_ 

10 

Metagene 270 

d45917_634-1120,nmiajforjimp-3,ja^^ 

d83174_1524-1896,mmajFor_coUagen_^ 
15 d86479_2250-2814,mma_for_aebpl _gene,_complete_cds_ 
d87258_1489-1999,canceUousJ>onej>steobl^^^ 
binding_motif,_complete 

hg2197-ht2267_s_at_hg2197-ht2267_collage,_type_vii,_alpha_l 
hg3543-ht3739_atjig3543-ht3739_iiisulin-like _growth__factor_ 
20 hg987-ht987_at_hg987-ht987_mac25_ 

j026 1 lmma_208-766,apolipoprotein_d_mma,_complete_cds_ 
j03040_l 508-2000,sparc/osteonectinjmma,_complete_cds 
j03278_5029-5485,platelet-derived^owt^^^ 

132 1 37_1 9 1 0-2309 ,gennline_oligomeric_inatrix jprotein_(comp)_mma,_complete_cds 
25 136033_2929-3343,pre-b_cell_stimulatingfactor_homologue_(sdflb)_mm 
ml 1 7 1 8_7 1 6- 1 274,alpha-2_type_v_collagen _gene,_3'_end_ 
m 1 6279mma_75 7- 1 153,mic2_mrna,_complete_cds 

m25269_l 791-221 1 ,tyrosmeJkinase_(elkl)_oncogene_mma,_complete_cds_ 
m55593mrna#l_2600*2936,collagenase_type_iv_(clg4)_gene_ 
30 m85289_14032-14302,heparan_sulfatejrote^ 

m96233exon#8__l 14-467 ,glutathione_transferase_mu_number(gstm4) _gene,_complete_cds 
aU_ul43943004-4533 > tissue^nhibito^ 

ul6306_10722-l 1 142,chondroitin_sulfate _proteoglycan_versican_vO_splice- 
variantjprecursorj5eptide_mrn 
35 u24389cds_1495- 1 696:in_reversesequence,_207-339:not_iti_gb_record,lysyl_oxidase- 
likejprotein_gene_ 

u60115_J 863-221 l,skeletal_muscleJjim-proteinjsliml_mma 5 _complete_cds 
u77846mrna_979- 

1356,elastra^ene,jpartial_cds_andj 
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all_x 1 5 880_1 690-2273 ^nrna__for_collagen_vi_alpha- l_c-terminal_globular_domain_ 
x 1 5882cds_984-l 230:in_reversesequence,_1272- 1 554^nina_for_collagen_vi_alpha-2_c« 
terminaljglobular_do 

x79683cdsj!908-S361:inj:eveisesequence,_5594-^^ 
5 x86693inmajn71-2675 5 mma_for_hevin_l^ 

z48 1 99exon#4_l 5 1 0-2026,syndecan- l_gene_(exons_2-5)_ 
z49269exon#l-3__76-199:not_in ^b_reconi,gene_for_chemokineJhicc-l_ 

Metagene 265 

10 

d84 110_11 13-151 5,mrna for_wenier syndrome- l/type_4,_complete_cds_ 

d86982_5824-6286,mraa_for_kiaa0229_gene,jpartial_cds_ 

hg4518-ht4921_atjig4518-ht4921_tran^ 

x04085mrna_1684~ 

1 5 2236,gene_for_catalase_(ec_l .11.1 ^^' flank and exonmapping to chromosome l 1 ,_band 
x67098exon#8_40-454,rts_alpha_mrna_containm^ 

Metagene 247 

20 d86983_5 13 l-5485 s mrna_for_kiaa0230_gene, jpartial_cds_ 

hgl42-htl42_at_hgl42-htl42_modulator_recognition_factor_ 
hg3995-ht4265_atJig3995-ht4265_cpg-enriched_dna,_clone_sl9_ 

j04599__l 078- 1 630 3 hpgi_mma_encoding Jbonejsmall proteoglycan _i_(biglycan),_complete jcds_ 

j05243_72 1 6-7732^onerythroidjalpha-spectrin _(sptanl)_mraa, complete_cds_ 
25 106139_3573-4083 J receptorjprotein-t>rosine_kinase_(tek)_n^ 

141 143_1 635-2085,expressedjpseudo_tcta_mrna_at_t(l ;3)_translocation_site,_complete_cds 

m 1 3 1 94mrna 586- 1 006,excision__repair_proteinj(ercc 1) jnorna,_complete_cds,__clone_pcde_ 

m25079_l 63-23 OjSicklepellJbeta-glob^mrna^complete^cds 

m57609mma_4490-5012,dria-bindingjprotein_(gli3)_mma,_com 
30 xl5306mrna_3269-3707,nf-h _gene,_exon(andJoined__cds)_ 

x75546cds_626-926:in_revei^esequence,_1204,mma_for_fibromodulin 

z83799_15-239,mmaJfor_axonemal_dyn^ 

all_z84721_30317- 

34635,dna_sequence_irom_cosmid^glJ6rom^^^ 

35 

Metagene 243 

m60974_73 1-13 04,growth_arrest_and_dna-damage- 
inducible_protein_(gadd45)_mma,_complete_cds_ 



823 



WO 2004/038376 



PCT/US2003/033946 



all_x 14894JS26- 1 385,mma_for_myogenic_factor_myf-5_ 
Metagene 242 

5 dl0704_1969-2365,mma_for_choline_kinase_ 

dl 34 1 3mrna_578-6 1 7 3 mrna_for_tumor- 

associated_120Jkda_nuclearjroteinjp!20,^ 

dl 3900 J748-1 234 9 mma_for_mitochondrialjshort-chain_enoyl-coa_^ 

d64108_1595-2079,mma_for_dmclJbLomologue,jcomplete_cds^ 
10 hg3999-ht4269_atjig3999-ht4269j:e^ 

j03071cds#3_151-604:in_reversesequen^^ _gh- 

I gene extracted fromgrowthjh 

11 3042exon#2-3_l 1-21 6:not_in_gb_record,calbindin^^ 

I14778_1665-2225,calmodulin- 
15 dependentjproteinjhosphatase_catalytic_subunit_(ppp3ca)_mrna, complete^ 

13 7043mrna_742- 1 294,casein_kinase__i_epsilon_mrna,_complete_cds 

146720cdsJ2231-2557:injreversesequence,J^ 

all_m55420_605-897:in_m55420cds_109-140Uge_chain,Jastexons_ 

m63904mma_1519-2029,g-alpbaprotein_mma,_complete_cds__ 
20 m65066 1 9 03-2323 , camp-dependent jrotein_kinase_regulatoiy_subuiiit_ri-b eta_mma, 3 '_end_ 

m75099_25-493,rapamycin-_and_fk^06-bindmgjrotein,_complete_cds_ 

m8733 8_1 1 20-1 660,replication_factor_40-kda_subunit_(al )__mrna,_complete_cds 

s68 6 1 6_4005-449 1 ? _na+/h+_exchanger_nhe- l_isoform_[human,_heart 3 _mrna > __45 1 6_nt] 

u20530_47-593,bonej>hosphoprotein_spp- 
25 24jprecursor_nima,_complete_cds/gb : ^20530_/ntype : ==raa_ 

u22398_1030-1468,cdk-inhibitorj^ 

u33839_atju33839333839 9 not_in^bjrecord,potassium_cham 
/ntype=rna 

u6 1 262_4667-5 1 95 ^eogenin_mma,_complete_cds_ 
3 0 u666 1 9J 1 65- 1 699,swi/snf_complex_60 Jtda_subum^ 

u823 1 3__1 33-439,unknouTijrotem_mrna ) jpartial_cds/gb=u823 1 3_/ntype=rna 

x69391cds_395-821 5 nima_for_ribosomaljproteinJ6 

aU_x82693_134-681,mma_for_e48_antigen 

35 Metagene 241 

d83 735_1 551 -2085,adult Jbeart jnorna Jforjieutraljcalponin, jcomplete jcds_ 

j04 182_19 14-2394,lysosomal_membrane_glycoprotein- l_(lamp 1 )_mrna,_complete_cds_ 

alM08895_35 1 8-4059,mads/mef2-family_transcri^^ 
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m 1 9267_1476- 1 600,tropomyosiB_mrna 5 _complete_cds 
all_ml948 l_278-65 1 :inml948 lcds_8 1 8-921 ,foffistatin_gene 
m21574mma_5807-6293,platelet- 
derivedjgrowthjiactorjrecepto^^^ 
5 m74719_1971«2475,sef2-lb^rotein_(sef2-lb)_mraa,_complete_cds 
m95787j*94-1004,22kda_smooth_musd^^ 
s57132_3108- 

361 5,__col 1 6al==type_xvi_collagen_alphachain Jhuman,^lacenta,_mmaj?artial,_3720_nt] 
s7359 1_2 1 69-2649, J)rain-expressed_hhcpa78_homolog_[human,_hl- 
10 60_acutejpromyelocytic_leukemia_cells,_ 

u26710_3398-3878,cbl-b_mrna,_complete_cds 

u44975 79 1-1301 3 dna-bindingjrotein_cpbp (cpbp)_mraa,jpartial_cds 

u53446J2680-3220,mitGgen-responsw^^ 

u82532J231-753,gdi-(Ussociation_iiihibitor_rhogdigammma 
15 u90913_659-l 157,clone_23665_mrna_sequence 

all__x 1 3 83 9_768- 1 3 O0,mma_for_vascular_smooth_muscle_alpha-actin 
. aU_x86809_1916-2367,mmaJ5or_majo^ 

y 12670mrna_53 1-1011 a ob-rgrp_gene/gb=yl 2670_/ntype=rna 

aU_z24727_1355-1569,tropomyosinJsofonn_mma,_complete_cds 
20 226248cds_178-640:in_reversesequence,_15 12,mrna__for_eosinophil _granule_major_basic_protein 

all_z48923_3300-3835,mnia_for_bmpr-ii 

Metagene 240 

25 hg49 1 -ht49 l_at_hg49 1 -ht49 l_fc_receptor Jib3_for_igg,Jow__affinity 

m73720rnrna_1032-1584,rnast_cell_carboxypeptidase_a_(mc-cpa)_gene 
m829 1 9__1 20 1- 1 579 ,gamma_amino_butyric_acid_(gabaa)jreceptor_beta- 
3_subunit_mrna,_complete_cds_ 

u27 1 09_3 633-4 1 55,prepromultimerin_inma,_complete_cds_ 

30 

Metagene 203 

d50582cds_954- 1 1 28:in_reversesequence,_J 367- 
1535,genejfor_inward_rectifierk _channel,_complete_cds_. 
35 hg2365-ht2461_at_hg2365-ht2461_glyceraldehyde-3-phosphate_dehydrogenase 
hg4188-ht4458_atjig4188-ht4458jti-me^^ 
jOO 1 46J3 88-7 1 8 5 dihydrofoIate_reductase_pseudogene_(psi-hd 1 ) 
123808_1 297- 1 7 17,metalloproteinase_(lime)_inma,_coinplete_cds 
12707 1_J 963-2 5 27 ,1yrosine_kinase_(txk)_mrna,_complete_cds 
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137378mrna_3 1 82-3680,guanylyl_cyclase_(retgc-2)_mma,_complete_cds 
140380nmia_285-795,thyroid_recepto^^ 
allJ48728_380- 
657:not_injgbjrecord,_tcrt^ 
5 ml 8079cds_85-343 :in_reversesequence,_4 158- 

4278,_human,_intestinal_fatty_acid_bindingjprotein_gen^ 

m23234mrna_33 1 3-3865 ,membrane^lycoprotein^_(mdr3)_mma s _complete_cds_ 

m29386mma_200-701,prolactin_mma,_3 , _end 

m94633exonJ275- 

10 1611 ,recombination_acitivating ^rotein_(rag2)^ene,_last_exon/gb=^94633_/ntype=^a^ 
s77763__1132- 
1624,_nuclearJactor_erj^ 
all_uO78O7_3319-474G:in_uO7807cds_13-110^ 

ul 0687exon#l CM 056- 14 1 2,mage^a_antigen_(mage4a)_gene,_complete_cds 
15 ul 1690_3665-4241,faciogenital_dysplasia_(fgdl)_rama,_complete_cds 

ul3948J3283-3787,zinc_finger/leucin^^ 

u 1 9345 225 8-275 6,arljprotein_(ar)jairaa,_complete_cds_ 

u26174_499-991,pre-granzymemma, - _complete cds_ 

ii33017_1248-1680,signalingjlymphocytic — activationjtnole^ 
20 u35459_629-l 109,bomapin_mma,_complete_cds/gb=ni35459_/ntype==rna 

u5252 1_753-1 131 ,arfaptin_l ,_j}utative_target_protein_of_adp- 

ribosylationfactor,_mma,_complete__cds_ 

u72671J2390-2930 9 telencephalinjprecursor_mma,_complete_cds 

u96 1 1 5J 62-5 94,ww_domain-containing^mtein_wwp3_mrna,_partial_cds/ gb=u9 6 1 1 5_/ntype=rna_ 
25 x 1 2453mrna_993- 1 539 9 mrna_for_retinaLs-antigen_(48 _kda_protein) 
aU_xl2530_1083-1415,mnia_for^^^ 
xl7648cds#2_1069-1177:injreversesequ^ 
macrophage co lony-stiraulati 

all_jx 1 765 1_829- 141 2 5 myf-4_mrna_for_myogenic _detennination_factor_ 
30 all_x52520_24 14-2673,mma_forJyrosme_ammotransferase_(tat)_(ec_2.6. 1.5)_ 

x54 1 3 1 mmal5534-6026,hptpjt>eta_mrna_for ^protein_tyrosinejphosphatase_beta 

x57303cds_1488-1866:in_reversesequence 9 J2022-2028,recllj3irna 

x61 615cds_2830-3 160:in_reversesequence,13482- 

3548,mrnaJfor_leukemia_inl^ 
35 x65550exon#l 5_205 1 -2549,mki67ajrnma Jlong Jype^^ 

67__ 

all^l0032_1065-1588,mmajforj^ 
all__z29067__1423- 1 802,nek3_mrna_forjprotein_kinase 

z30425cds_649-1009:in_reversesequence,_1299-l 3 1 1 ,mrna_for_orphan_nuclear_honnone_receptor. 
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z35491mma_797-1253,mma_forjaovel^ 

Metagene 199 

5 ac002086cds_1686-1974:m_revereesequ^^ 

k03218cds_1068-1587:in_reversesequence,_197-230,c-src-ljproto-oncogene 
117418exon_3- 

229:not_injgb_record,_compleme^^ 

I26953_2282-2846 5 chromosomaljrotein_nmia,_complete_ - cds_ 
10 u96136_4729-5233^elta-cateninjmma,_complete_cds 

Metagene 194 

136642mma_3940-4474,receptorjprotein-tyrosine_kinase_ 
15 178833cds#3_363-645:in_fullsequence,_17171- 

1 7279 J _brcal_gene_extracted_frombrcal , jrho7_arid_yatij*ene 
m81886_2390-2861,glutamate_receptor_type(^^ 
all 1 7579_1 465- 1 982,_gro wth_hormone- 
releasing_honnonejreceptor_form^ 

20 

Metagene 193 

d78334_496- 1 01 8,mma_for_ankyrm^ 

u59228 407-797,ectodermd^dysplasiajprotein_(eda)_noraa,_complete_cds_ 
25 x07384cds_2933-3269:in_reversesequence,_3377-3527,mma_for^lijprotein 
all_x73608_2895-3478,mrna_forjestican_ 

Metagene 189 

30 afD00562_43-427 3 uroplakin_ii_mma,jpartial_cds 

d63 134mmaJ73-439,mma_for_e^ 134_/ntype=rna 

all J00220_l 704- 1 849,ig^emiline Ji~chain_g-e-a_region^ 

chain_g-e-a_ 

all^05253_8895-9496,interstitial retinol-bindm^ 
35 I37792mrna_l 565-201 5,syntaxin_l a_mma,_complete_cds 

alljm23533_3030-3556,alphaadrenergic_receptor_gene,_complete_cds 
m296 10_1 79-45 l,glycophorin_e_nnTia 5 _complete_cds,glycophom_e_mnia,_^ 
ul3706_3-63,elav^ike_neuronaljroteinisofonn_ - hel-n2_(hel- 
n 1 )_mma 3 _jpartial_cds/gb=u 1 3 706 _/ntype=rna 
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ul4383_958-1372,mucin_(muc8)_mraa,_partial_cds_ 
u20536_935-1428,cysteine^rotease_mch2Jsofc^ 
u33921_578-1046,Jisu33921cdna_ 
u50535_1856-2270 s brca2jregion 9 _mma_sequence_cg006_ 
5 u58970_1284- 

1824,putative_outerjmitochondrial_^ 

u66406_2835-3255 5 putative_eph-related^ 

u90065_615-1178 9 potassiiim_channel^ 

v00551mma_366-878,_messenger_ma_forleukocyte_(dpha)_inte 
10 alLx05345J^72-1953,mma_forJhisti^^ 

xl4448mma_1017-1299:in_j-eversesequence,__l 1301-1 13 19,gla _gene_for_alpha-d- 

galactosidase_a_(ec_3.2. 1 . 

x860 12cds_6 1-3 1 9:in_fullsequence,_6603- 

6795,dna_sequence_from_intron_22_o^the_factor_vHi^ene,_xq2 
15 all_y00477_5141- 

52 1 6,bone_marrow_sermejrotease^ 

Metagene 173 



20 m24736_3222-3785,endothelial_leukocyte^ 

y07565cds_307-614:injreversesequence,_833- 1 024,mrna_for_rin_proteiii_ 



Metagene 167 

25 hg4704-ht5 146_at_hg4704-ht5 146_glial_growfa_factor 
ml9301mma_944-1448,branched--chain_alpha- 
ketojacid_dehydrogeaase_(e2)_innia,_complete_cds_ 
m956 1 0_1 97 1 -2493 J alphatype_ix_collagen_(col9a2)_mrna,_partial_cds_ 
u65437mmaJ7-307 s homeodomain-containin^ 

30 

Metagene 161 

ab00678 l_528~1007,mmajfor _galectin-4,_complete_cds/gb=ab00678 Wntype=ma 
afD07 1 1 11 609-20 1 7,mdin2-likejp53-bindmgjrotein_(mdmx)_mma,_complete_cds 
35 d49357_958-1438 5 mma_for_s-adenosylniethionine_synthetase,_com 
d86984_5659-61 39,mmajforjkiaa023 l_gene,_partial_cds__ 
hg2261-ht2351j3_atjbg2261-ht2351_a^ 
hg3527-ht3721_f_atjig3527-ht3721jutein^ 
hg39944it4264_atJbLg3994-ht4264_c^g-^^ 1 6_ 
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hg4058-ht4328_at Jhg405 8-ht4328_oncogene_amll -evi- 1 , Jftision_activated_ 
hg4533-ht4938_atjig4533-ht4938jcallista^^ 
j04739mma_1212-1650,bacterid^ 
U5309J2444-2960,zincjrmgerjprotein_(^^ 
5 117075_1 130-1607,tgf-b_superfamUyjrw^ 

124774_272-7574elta3,_delta2-coa-isomerase_mma,_3 , _end 
142583cds_1334-1665:in_reversesequence,_305-528J^ 

all_m24900 1 501 -2054 3 triiodothyronine_recptor_(thral ,__earl),_and_ear2_genes,_lastexons_each__ 

m27093J2049-2509,nuclear-encoded_mitochondri^^ 
10 keto_acid_dehydrogenase_transacy 

m36067mma_2602~3040,dna_ligase_i_mnia,_complete_cds_ 

m73077J£770-3178,glucocorticoid_receptor_r^^ 

m94055_5925-6285 J voltage-gated_sodium^^ 

aUjul7894_870-1231,alpha(l,2)fucosylt^ 
15 u38545_3056-3578,arf-activated_phospliatidylcholine- 

specific jphospholipase_dl a_(hpldl)_mma,__complete 

u45448_2014-2535 9 p2xl_receptor_mma 5 _complete_cds 

u68727Ji868-3414£omeobox-containingjprote^ 

u90550_299 1-3513 5 butyrophilin_(bt£2)_mrna,_complete_cds 
20 x76029cds_141-453:injreversesequence,_636-756,m^ 

all_x99226_4853-5412 3 mrna__for_faa_protein 

Metagene 158 

25 m92843_1144-1583,zincJfoger_transcription^ 
u620 1 5_1 475- 1841 5 cyr61_mrna,_complete_cds_ 

v01512mma#2_1533-2061,cellular_oncogene_c-fos_(complete_sequence) 
all_x5 1 345_1 604- 1 744 jun-b jrnmajfbr Jun-b_protein 
all_x5254 1_2549-3 1 02,mrna_for_early ^growth_response_protein(hegrl ) 
30 aU_x68277_1459-1952,cl_100_mmaJfcr^ 
alLx75918_2858-3417,mma_for_not 

Metagene 146 

35 x 1 2556mrna_3 159-3483,mrna__for_dbl_proto-oncogene_ 

all_x5201 1_699-1 144,rayf6 ^ene_encoding_a_muscle_determination_factor_ 

Metagene 141 
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ul 9 1 80_53 5-925,b_melanoma_antigen_(bage)_mma 5 _complete_cds 
u30828_1078-1630 5 splicmgjactorj^ 

u5 1 269J3408-3900, amadUlo_repeatjproteinjnfmia,_complete_cds_ 
S Metagene 137 
afD05037_574- 

1 030,secretory_carrier_membrane_protein__(scainp 1 )_mrna,_complete_cds/gb=afD05037_/ntype= 
d87449_5359-5785 4 mnia_forjdaa0260_gene,_partial_cds_ 
10 100972 J2064-2202 9 cystathioime-beta-synthase_(cbs)_mma 
149218exon_4- 

91,retmoblastoma_susceptibittty^rotem^ 

m88 163_3059-358 1 ,global_transcription_activator _homologous_sequence_mma,_complete_cds_ 
u79296_l 366-1 876,dihydrolipoamide_acetyLtransferase_mma, _partial_cds. 

15 

Metagene 129 

1080 1 0exon#6_94-2 1 1 rnot^in^gb^recordjreg^enejhiomologue^complete^cds 
132831exon_463-1036,g^rotein-coupled_receptor_(gpr3)^ene,_complete_cds 
20 ml 9888_J>8-580,small jrolinejrichjprotein_(spri)jtnma,_clone_128 
m 1 9989_cds Ijatjm 1 9989_ml 9989,not_in_gb_record,platelet- 
derived_growth factor_(pdgfa)_a_cham gene 9 pl 

all_m592 1 6 1 586-2 1 63:in_m592 1 6cds_109 1 ? gamma-aminobutyric_acid-a_(gaba-a)_receptor_beta- 
l_jsubunit_ 

25 u58681cds__807-l 1 16:injreversesequence,_l 191- 1434 :not_jn _gb_record 3 neurogenic_basic-helix- 
loop-belix_ 

all_x63337_548- 1 10 1 ,hb2a_gene_for Jteghjsulfur Jteratin 
z29572cds_52~322:m_reversesequence,_95-605,antis^nse_nm 
z485 1 1 exon#4_572- 1 1 4 8 ? xg jtnma_(clone_pep 1 1) 

30 

Metagene 88 

dl3640_4563-5091,mrna__for_kiaa0015_gene,_complete_cds 
hg2414-ht25 10_s_at_hg2414-ht25 10jprostaglandin_receptor_epl_subtype 
35 hg3236-ht34 13 JFat_hg3236-ht34 1 3_neuroj5bromatosistumor_suppressor 
hg3342-ht35 19_s_at_hg3342-ht35 19 Jdl_ 
j03801_911-1418Jysozymejimia 9 _complet^^^ 
allJ00389_1196-1792,cytochrome_j5-450gene_ 
ml 1058nima_2351-2879,3-hydroxy-3-memy^^ 
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ml9(M5_907-14144ysozyme_mma,_complete_cds 
all_m3 155 1_576- 1 1 34,urokinase_inhibitor_(pai-2) _gene_ 
m3 1 667 jf_at_m3 1 667_m3 1 667 s _4040__in_all_m3 1667_1 679- 
2265,cytochrome_p450_(cypla2)^eae_ 
5 u32576mma_19-535,apolipoprotein_apoc-iv _(apoc4)_ j gene,_complete_cds_ 

u33267_l 6 1 3-208 1 ,glycinejreceptor j3eta_subunit_(gkb)jtimia,_complete_cds_ 
u50361 16-3 19,calciim,_calmodulin- 
dependentj?roteinJdnasej^d^ 
u60269cds#2_171-429,endogenous_retiovinisjierv- 
10 k(hml6)_proviral_clone__hml6 .17 _putative __polymerase_an 
u72507mma_855-1341,40871_mrna_partial_sequence 
x 1 400 8mrna_926- 1 433 ,lysozyme_gene_(ec_3 .2.1 . 17)_ 
all _x5 1417_1 050-165 1 ^imia_for_steroidJionnoneJreceptorJberr2_ 
y 1 0207mrna_6 1 -475 3 mrna_fbr_cdl 7 l_protein/gb=y 1 0207_/ntype=rna 

15 

Metagene 83 

d90224_2791-33 1 9,mrna_for_glycoprotein_34_(gp34)_ 

hg415-ht415_at_hg415~ht415Jectin,_gate^ 
20 k03204irma_582-1130 s prbl_locus_saHvaiy^ 

ml4758mraa#l_4264^561,p-glycoprotein_(mdrl)_mnia,_cornplete_cds 
. ra36653_1448-1663,2-oct_factor_mma,__complete_cds_ 

m6423 1 mrna 1 2 64- 1 624,spermidine_synthase_gene, complete cds_ 

m643 5 8 exon_l 6-189 s rhom-3_gene,_exon/gb=m643 5 8_/ntype=dna_/ annot=exon_ 
25 all_u67368_952-141 l,multiple_exostosis(ext2)_gene_. 

allx 161 05_1 077- 1226^iima_for_rd_protein,_rna-binding 

x58255xnma_2472-2862 9 flg-2j_gene_for_fibroblast_growth_factor _receptor 

all_x67235_1087-1595,mmajforjproline_ri^^ 

yl0209mmaJ79-331,mma_for_cd301jro 
30 all_z70723_l 8 1 2-2239 ? mrna_for_serum_aryldiakylphosphatase 

Metagene 65 

d29642_2294-2582,mrna_for_kiaa0053_gene 5 _complete_cds 
35 hgl 155-ht4822_atjb^l 155-ht4822_colony-stta^ 

hgl996-ht2044_atjbgl996-ht2044^anine_nucleotide-binding 
oncogene_related_ 

hg243-ht243_s_at_hg243-ht243_lowe_oculocerebrorenal_syndromejprotem^ 
hg2797-ht2905_atjig2797-ht2905_clati^ 
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hg401 l-ht48G4_s__at_hg401 l-ht4804_dystrophin-associated _glycoprotein,_50_kda,_altsplice_2_ 
hg4757-ht5207j*_atjig4757-ht5207_oncogen^^ 
j00268gene_270-1415,insulin _gene_ 
178440mma_2089-2509 5 stat4_mrna,_complete_cds_ 
5 ml0321mma_5749-6321,von_willebi^d_factor_inma,_3 , _end 

m34455_1427- 1 889,interferon-gamma-inducible_indoleamiiie_.2,3- 
dioxygenase - (ido)_mma 5 _complete_cds_ 

m6 1 827mrna_1289-l 850,leukosialin_(cd43)__gene,_complete_cds 
m74542_l 13 1-161 l,aldehyde_dehydrogenase_type_^ 
10 all_u24683_2 1 9-474 5 anti-b cell autoantibody_igm_heavy__chain_variable v-d- 
j jregion_(vh4)_gene,_clone_ 

u345 87_1 545-206 1 3 corticotropin-releasing_factor_receptonmtia,_complete_cds 
u48861_1914-2430,betanicotiiuc_ace1ylchofo 
u51096_1240-1720,homeobox^rotein_cdx2jomia,_complete_cds 
15 all_u58675_25626-39844,_orl7- 

228^ene_extacted_fromolfactory_receptor^ 

u643 1 5_22 69-2832,dna_repak_endonuclease_subunit_(xpf)_mma,_com 
u8 1600_368-734 9 paked4ikejbomeodomam^ 
u82 0 1 0mrna_2432~ 
20 2930,Jiomo_sapiensheme_a:_famesylt^^ 
x58399mma_491-903,12-9jxanscript_o 
x60003mma_543-9654elta_creb_mma^ 

all_x63 3 59_22 16-278 1 ? ugt2bio_mrna_for_udp_glucuroiiosyltransferase 
x68985cds382-656,mma_forJxepatic_Ieukemia_fector_ 
25 x72882cds_19-103:in_reversesequence,_144-18644a6ck_dna_sequence 
x74764cdsJ2202~2538:in_revereesequence,J2903-3041, 
x75342cds_1407-1767:in_reversesequence,_2095-2239,shb_mrna 
aU_x84213_1094-1357,bak_mma_forJbcl-2Jiomologue 

x894 1 6cds_l 386-1 440:injreversesequence,_l 533-1 932,innm_forjprotein_phosphatase_5_ 
30 x9191 lcdsj*21-71 l:injreversesequence,_9^ 
x97267mma_J32 1-861 ,lpap_gene 
aUjx980853149-4642 > mrna_for__tenascin-r_ 
aUjK99664J723-1276,mmajForjprote^ 

all_y00796_4559-5 1 09,mrna_for__leukocyte-associated_molecule- l_alpha_subunit_(lfa- 
35 l_alpha_subunit) 

y08409cds_4-385:in_revereesequence,_43 1 ,spotl4_gene_ 
y08639cdsJ537-1353:in_revereesequence,_1953-2G01^ 
y092 1 6_2 1 4-736,mrna_for_protein_kinase 3 __dyrk2 
all_zl 1697_1190-1701,mma_for_hbl5 



832 



WO 2004/038376 



PCT/US2003/033946 



5 



223115cds_197~677:inj:eversesequence J JU7-835,bcl-x^^ 
z67743cds_1792-2320:mjreversesequra^ 

Metagene 57 

alM4 1 9 1 3_3 05-502,retinoblastoma_susceptibility _protein_(rbl)_gene,_exon_26,j3ases_174145- 
174668_in 

aU_x75958_1683-2170,tikbjmnaJbrj^ 
10 Metagene41 

hg2441-ht2537_s_atjig2441-ht2537jretin^^ 
ml6282cds_25-133:injreversesequence,_283- 
469,frag0e_x_locusjn2c_containing_^ 
1 5 all jn 1 7254_1 3 66- 1 889,erg2_gene_encoding_erg2 jprotein,_complete_cds_ 
u84540mrna_1083- 1 34 1 4ys1robrevin_isoform_dtii- 
3_(dtn)_gene,_exon_llb_and_complete_cds/gb== : u84540__/nty 
y 1 0202mrna_l 69-5 29 ? mma_for_cd207 jrotein/gb=y 1 0202_/ntype==rna_ 

20 Metagene37 ^ 

j04076mrna_2 17 1-265 1 5 earlygro\vth_responseprotein_(egr2)_mrna,_complete_cds__ 

m31659mma_1130-1640 s gtjnitochondria^ 

all_x95677_1773-2368,mmajforjH^ 



25 



Metagene 29 



d78014 4608-4998,mmajforjd4hydropy^ 
hg26 1 4-ht27 1 0_at _hg26 1 4-ht27 1 0_collagen,_type_viii,_alpha_l 
30 m6 1 906_J28 1 3-3326,p 1 3-kinase_associated_p85_mrna_sequence_ 

u29953mma_1150-1468 3 pigment _epithelium-derived_factor_gene,_complete_cds_ 

u40572 JL 105-1627,beta2-syntrophm_(^ 

u79294_83 1-1371 ,clone_23748_mrna,_complete_cds. 

xl5525mma_.1670-2084 J lysosomaLacidjphosphatase _gene_(ec_3 .1 .3. 2) _exon(and joined _cds)_ 
35 all_x68742_2942-3423,mraa_for_integrin,_alpha_subunit 
x96719cdsj*6-398:in_reversesequence,_674-710;mma^ 



Metagene 25 



833 



WO 2004/038376 



PCT/US2003/033946 



af001294_285-7354pljipl)_mrna,_complete_cds. 

dl6227_589-943,mma_forj3dp-ljrotein^^ 

d50930jJ876-5368^nma_for_kiaa0140^ene,_complete_cds 

d78012j2289-2793,mmajfor_dihydropy^^ 
5 d79985_3997-4393^nrna_for_kiaa0163_gene,_complete_cds 

d90359_5384-5912 > ccgl_mma_ 

hg2566-ht4792jr_atjig2566-ht4792_m 

j03930exon#ll_638-1118 s intestinal_alka^ 

j04469exon#9_l 1-173 :not_injgb_record,initochon^ 
1 0 j05249_94 1 - 1409 s repUcationjprotein_a_32-kda_subixnit_mnia,_complete_cds 

114856cds_746-1100:in reversesequence,_1324~1393,somatostatin _receptor_gene,_complete_cds_ 

11 8983mrna_3 1 14-3588,tyrosinejphosphatase_(ia-2/^^ 

127479_797-1307,xl23_mraa,_3 , _end 

147345J2 14 1 -2609,elongin__a_mrna,_complete_cds_ 
1 5 m36430_32 l-753 5 transducin_beta- l_subunit_mma 3 _3 , _end 

m57732mrna_J2643- 

3 1 65^epatic_nuclearJFactor(tcfl)_mm^ 

reverse _m81780_4000-4487:in_m81780cds#3_175- 

296 9 _smpdl^ene_(acid_sphingomyelinase)_ex1racted_fromac 
20 m88468_1378-1906,mevalonatejkinase_mma,_complete_cds_ 

uO 1 147mrna_4659-52 1 1 ? guamne_nucleotide_regulatoryj 

u09584_l 382-1 835,pl6j^rotein_(pl6)_mrna,_complete_cds 

u47742_73 60-781 0,monocyticleukaemia_zinc_finger^ro^ 

u47928_2047-249 1 ,protem_a_altematively_spttce^ 
25 u53786_6024-6432:not_in ^b_record,envoplakin_(evpl)_mma,_complete_cds 

Metagene 7 

j00207iiima#2_661-1075,Jfeajgene_(iiiterferon_alpba- 
30 a)_extracted_fromleukocyte_interferon_(leif)_aIph 
j05016mrna_2252- 

2824Xcloneja3)jrotein_disulfide_isomera 
l41268_f_atJ41268J41268,^040J^ 
associated transcript(nkat2)_ 
35 m3 1776cds_35-365,bram_natriuretic^ro^ 

u823 1 l_39-n2,unknownj?roteiii_i^ 1 1 _/ntype==rna_ 

all_x0666 1_1 8 1 7-2340,mrna_for_27-kda_calbindin_ 

xl3 100cds_3 130-3466:in_revereesequence,_3496-3592,mmaJ^ 

x64994cds_642-9 1 2 : in_re versesequence,_ 1279-147 1 ,hgmp07i_gene_for_olfactory_receptor_ 
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Metagene 6 

hgll39-ht4910_atjigll39-^ 
5 ml4123cds#4_3521-3935,^oljEromendogen^ 
k 1 0/gb=m 141 23___/nt>'pe=dna_/annot=cds ,_pol_f 
m27396mrna_13 89-1 842 5 aspamgine synthetase_mraa,_complete cds 
m89470_2855-3271,paired-box^rotein_(pax2)_mma,_complete_cds 
s73885_1537-2082,_ap-4=basic_helix-loop-helix_dna- 
1 0 binding^rotein_[^uman } _cervical_carcinoma,_helac 
u3 5005 764- 1278 jnkl beta2jroteinJkm^ 
u51333_2437-30054iexoldnasejui_(h^ 
u73738_74-107,calcium/calmodulin- 
dependentjroteinJdnase_iij^ 

15 

Metagene 44 

hg3733-ht4003_atjag3733-ht4003jepnigrin,_alplia_3 
m65291J715-1189,naturaUdllerj;ell_stta^ 
20 u 1 5422cds#2_l 7-269:in_reversesequence,__20347- 

20563, jrm2_gene_(protamineJ2)_extracted_fromprotamine( 
ul8297_1298-1805,mstljmstl)_inma,_complete__cds 

Metagene 461 

25 

hg4340-ht46 10_at_hg4340-ht46 1 O_soxa 
u63332_3-361,super_cysteme_rich^rotein_mraa,^artial_cds. 

u774 1 3_2543-2975 ,o-linked^lcnac_transferase_mma,_complete_cds/gb=u774 1 3__/ntype=rna_ 
x97675mrna_3636-4212,_plakophilin _2a_ J gene_extracted _firommma_for_plakophilin_2a_andJb_ 
30 all_z8078 l_583-748,h2b/j_gene 

Metagene 418 

hg458-ht458_f_at_hg458-ht458j5eto-l-glycoprotein_l,^regnancy-spec 
35 m22324J2954-3416,ammopeptidaseja/cdl3_m^ 

u04343_8 15-1361 9 cd86_antigenjtnma > _complete_cds 
u20760j4534-4966,extracellular_calcm^ 
u67849_J25- 1 87,beta-galactoside_alpha2,6- 
sialyItransferase_(siatl)_mma,_exon_w/gb^67849_/ntype^^a 
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x59372mma_610-1090Jbox4c_mrna_for_a_homeobox_j)rot6in 
x65614cds_10-262:injwereesequence,_19~391,^ 

x8 1 892cdsJ2760-2994:in_reversesequence,_3 1 26-3204,mrna„for_he6 M tm7_receptor_ 
aU_x95525J2560-3071^nmaJfor_tami00_protein_ 

5 

Metagene413 

an_u03877J2037-2512,extraceUular^ 

10 Metagene 329 

m27968mma_3289-3658,basic_fibroblast^owth_factor_(fg0_ 
aUjm31994JU7-538,cytosoli^ 

m73780_3266-3746,integrinjbeta-8_subunit_mrna,_complete__cds 
15 u20860exon#3_1889-2279,angiotens^ 

u65002_6724-7240,zinc_fingerjroteinjlagl_imiia,_.complete_cds 
a U_x04688J227-798,mmaJfcr_t-cen_^^ 

Metagene 317 

20 

j03242_1155-1324,insulin-lk^^ 
j05068_984«1494,tnmscobalaminjL_^^ 

rn32578_J 131-1191 ,mhc Ji_Wa-dr_beta-l_mrna_(dr2.3),_5'__end_ 
all_x79981_341 l-3946,ve-cadherin_nirna 

25 

Metagene 271 

ml0901ninia_4325-4655,glucocorticoidjreceptor _alpha_mma,_complete_cds 
m88338_1465- 1 867 9 serum_constituentjprote^ ( 
30 u03891_90-576,phorbolinJjtnrna,jpartiaLcds 

u77643_1462-1972^12jproteinjprecursor„mma,_complete_cds 
x74795cds_1923-2181:in_reversesequence,_2272-2488,pl-cdc46_mrna_ 

all_x78669_l 1 14-1643,erc-55_mrna_ 
35 Metagene 245 

y099 12mmaJ757-l 3 15 > ap-2_beta_gene 
Metagene 185 
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affl09301_2752-3262,teMjprotein_i^ 
u73304mrna_4973-5447,cbl_camabinoidjrrc 
x53414imnaj?07-1453 s mr^ 
5 x59739mrra_5061-5473 9 zix_mma_fo^^ 

x60955cds_2- 147:in_reversesequence,_l 54- 1 68,tyrrp jgene_for_tyrosinase-relatedjrotein_(trp- 
l)_(parti 

Metagene 163 

d63882_l 0 1 5- 1568,hsliml 5_mmaJforJisHm 1 5,_cqmplete_cds 

hg2 1 88-ht2258__at_hg21 88-ht2258jpaired_box_hupl__ 

m37825jS24-1044,fibroblast ^rowth_factor-5_(fgf-5)_mma,_complete_cds 

m60092mma_1743-2295,myoadenylate_deaminas^^ 
15 s67798_l 420- 1 930, jph-20 Jhuman, Jestis ? _mrna,_l 973_nt] 

u49065_1400-1922 9 interleukin-l_receptor- 

related jroteinjtnma,_complete_cds/gb^49065_/ntype==ma 

u82671mrna#2_15364776:in_reversesequeace ) _106561--106657 5 Jispl- 

a_gene_extracted_firomcosmids_qcl4e2,_ 
20 all_u83303_l 1 60-2035,__gcp-2_gene_(graniilocyte_chemotactic ^rotein-2)_extracted_fromline- 

l_reversejr' 

all_x91 148JB31-3824,mmaJbr_microsom 
Metagene 103 

25 

u59877_295-750 ) low-mr_gtp-bindingjprotein(rab31)_mma,_complete_cds_ 
x51441cds_28- 

65:ui_reversesequence,_228,mmajFo^ 
aU_x52075_5011-5273,gene_for_sialophorin_(cd43) 
30 all_zl 1559_2897-3480,mrna_for_iron_regulatory_factor_ 
all_z2933 1_1 560-1 98 1 ,(23k/3)_mma_forjub^ 

Metagene 80 

35 

hg2479-ht2575_at_hg2479-ht2575 Jielix-loop-helix jprotein_se£2- 1 d 

m55682cds_n32-1467:in_revereesequence,_439-57 

s77583_4- 

66,Jhervkl 0/hummtv_reverse_tnmsc^^ 
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Metagene 55 

dl3626_1857-2373 5 mmajforjkiaa0001jgene,jcomplete_cds 

5 

Metagene 417 

hg3299-hl3476_atJig3299-ht3476_acetyl-coenzyme_ajcaiboxy 
u79265_1269-1623,clone_23614_mma_sequence_ 
10 x 1 290 1 cds_2080-243 1 :in_reversesequence,__255 1 -2629,mrna_for__villin_ 

Metagene 287 

dl7525mma_3966-4446,mma_for^ 
1 5 reactive Jfactor,_complete_cds 

d28483 944-1466 J scr3_mma_for_raa_bindingjrotein_scr3,_complete_c 

d28532 1223-1763,mma_for_renal_na+-de^^ 

d3 1628cdsJ78 1-1 132,gene_for_4-hydroxyphenylpy^ 

hg2707-ht2803_atjhg27074it2803_serine/^^ 
20 jO4990cds_371-683;in_reversesequence,_2929-2989^ 

j05257_1239-1713^clonesjmdp4,_mdp7)_microsom 

102321_1089-1509,glutathione_s-transferase_(gstm5)_mm^^ 

108485_1759-2257,gaba4)enzodiazepine_receptor^^ 

m34065mrna_1526- 1 952,cdc25hs__mrna,_complete_cds 
25 s68287_662-l 124,_cblordecone_reductase_{clone__hakra}_[human, Jiver,_mma,_l 167_nt] 

u64863_1556-2030,hpd-l_{hpd-l)_mrna ? _complete_cds 

Metagene 225 

30 d2 1 205_1 7 1 5-2279,mmaJfor_estrGgenjresponsfr^ 
hg227 1 -ht23 67_s_at_hg227 1 -ht23 67 jrofilaggrin 
hg298 l-ht3 125_s_at_hg298 l-ht3 1 25_epican,_altsplice_l_ 
117330JS8-586,pre-t/nk_celljassocra^ 

176927mrna_760- 1 330,galactokinase_(galk 1 )_gene,_complete_cds 
35 m31520mrna_2- 

131 ,ribosomal j?rotein_s24 _mrna 3 ^^ 
u52111rarna#3J2176- 

2659 J xq28_genomio_dna_in_tlie_region_of_the_dd_locus_containm _genes_for_crea 
u573 17_255 l-2989,p300/cbp-associated_factor_(p/ca0_mma,_complete_cds_ 
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u66468__586-l 1 2 6,cell_growth_regulator_cgr 1 l_mrna 3 _complete_cds_ 

Metagene 169 

5 d50928J2629-3019,mnia_fo^^ 

hg24 1 7-ht25 1 3_at Jig24 1 7-ht25 1 3_dynein,_heavy_chain,_cytoplasmic 

ml5958cds_12-282:injreversesequence,_6718-6778,gas^ 

u68162mrna_3059» 

3585,_mpl^ene_(tim)mbopoietin_receptor)_extracted_fr^ 
10 alLx60484_683-858^/e_gene__forh4Jiistone 

x68505_2403-2879 9 tnma_for_myocyte-specific eiihancer_factor(me£2) 

Metagene 132 

15 d37781_4150-4705onma_forjrote^^ 

j00209mma_366-8784eukocytejnterfero^ 
m90696_1168-1738,ca1hepsin_s_(ctss)jiimia J _complete_cds_ 
uG3735exon#3_970-l 5 17,mage-3_antigen_(mage-3) _gene,_complete_cds_ 

20 Metagene 105 

u38276J2969-3509,semaphorinJii_fan^^ 

all_x 1 7093_3 834-4023 ,hla-f_gene_forleukocyte_antigen_f 

all_x59798_3705-4192 5 pmdl_mma_for_cyclin_ 

25 

Metagene 104 ' 

d786 1 1_1 893-233 1 9 mest_mma,_complete_cds_ 
10 1 406_1 010-15 62,growth Jiormone-releasing^ 
30 m20919cds__478-568:in_reversesequence,__899- 
927,dna_with_a_hepatitisjj_vinis^ 

Metagene 24 

35 134357_1 655-2 1 65,gata-4_mrna 3 _complete_cds 

ti09860J3095-3653 J enterokinase_ninia J _complete_cds__ 
u33448cds_773-l 1 08 :in_reversesequence,_l 666- 1883 9 putative ^-protein- 
coupled_receptor_(gpr 1 6)_gene,_c 
u40370_1443-1929 9 3*_,5 f _cycUc_nucleotidej^ 
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all_x02750J 332- 1 729 5 livCTjnma_for^rotein_c 

z47727cds_6-150:m_reversesequence,_28-313,imi^^ 

z80780cdsJ2-339,h2b/h_gene. 

5 Metagene 366 

ad000092cds#7J730-1062:m_reversesequerc 
threonine_protein_kinase_ 

d50405_1628-2054,mma_for_rpd3jrotein,_complete_cds_ 
10 d50925_3408-39 1 8 ? mnia_for_kiaa0135_gene,_partial_cds_ 
d87442J2204-2684,irmia_forJkiaa0253^ 
104490_954-1362Xclone_cc6)_nadh-ubiqum^^ 

137033_1039-1480ik-506J>indmgjprotein homologue (fkbp38) mrna, complete cds 
m92269cds_6175-6626:in_reversesequence,_6958-7053,l- 
1 5 type calcium channel_hfcc_mrna,_complete_cds 

u94585_l 8 10-2308,requiemjiomolog_{hsreq)_mnia,_complete_cds. 
all_x02596_4186- 

4733,mma_forjbcr_(breakpointjcluster_region)^ 
all_x695 5CML 266- 1801 ,mma_for_rho^dp-dissociation_inhibitor_l_ 
20 x8O20O„1428-1866,mln62_mma 

alLx80497_3995.4428,phklajmraa 

z21488cds_2749-3016:in_reversesequence,_3179-3326,contactin_mrna 
aU_z48054j2544-3067,mma_forjeroxisomalJargetmg_signal(sM 

25 Metagene 121 

d00749exon_346-525,t_cell_surface_antigen_cd7_gene_ 
hgl 877-htl 917_s_atjhgl877-htl917_myelin_basic _protein,__altsplice_form_4 
hg4126-ht4396_at_hg4126-ht4396_zinc_fmgerjrotein__hzf4 
30 m97287_2345-2885,mar/sar_dnajbindmg^ 
x98 178cds_567-607 3 mma_for_ma^^ 
y07755exon#2-3_16-204,sl00a2_gene,_exon_l,and_3_ 
z30426_atjz30426_z30426,notjn_gbjrecord,gene 
__exon_l 

35 

Metagene 49 

hg43 1 6-ht4586_at_hg43 1 6-ht4586_transketolase-like_protein 
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Metagene 382 

hg4458-ht4727_atjig4458-ht4727jm^ 

all_10005 8_47p-855,(gh)_gennline_c-myc jproto-oncogene,_5'JIank 
5 ul6258_1212-1776,LkappaJ>r_innia,_complete_cds_ 
aU_x82629_l 744-2297 5 mrna__for_mox-2 
x97324cdsJ749-1277,mma_for_a<%oph^ 

Metagene 365 

10 

ad001527cds#l_3 17-575:m_reversese 
3655:_blastx_gi|10329 
m31423cds_322-640:in_reversesequ^^ 
related_antigen_(cdr34)_gene 
15 u44060j2395-2845,homeodomainjprotei^^^ 
u57093_501-969,small^1p-bindingj^ 

Metagene 281 

20 d28235exon#10_1923-2282 J ptgs2_gene_forjrostaglandin_endoperoxide_synthase- 
2,_complete_cds_ 

aUJk02545J752-1044,_tcib_gene_exta^ 
l_gene_clust 

dl_x98330_15142-15731 ? mraa_for_ryanodine_receptor_2__ 

25 

Metagene 180 

m2 1 1 88mmaJ2754O204,insulin-degradm^ 
s66896_1272- 

30 1 63 8,_squamous_cell_carcmoma_antigen^ 7 1 l_jit] 

u06452_9234475,melanoma_antigen_^^ 
ul3616_14235-14709,ankyrin^_(^ 
all_x70340_3545-4062 9 mmajforji^ 

35 Metagene 155 

m26683_4 1 6-5 1 0,interferon^ammajtreatment_inducible jrama_ 

m60314_1582-2044,transfoiming_growth_factor-D 

u023 1 0 j2946-3372,forkJiead_domain^rotein_( 
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u57796_3322-3784,zinc_fingerjprotein_(ld5- 1 )_mma,_complete_cds 
aU_u601 1 6_905-966:not_injb_reconl,skeletaljmuscle_ 

Metagene 79 

5 

u00802_1922-2463,drebrin_e2_mma_(dbnl),_complete_cds 
u77594_245-599,tazarotene-induced _gene(tig2)_mma,_complete_cds_ 
u86136J5094-8472,teiomerase-associated^rot^^ 
x82494mma_3527-3965,mrna_for_fibulin-2 

10 

Metagene 186 

mil 726exon# 1_49- 1 63;injreversesequence,__l 559- 
15 2534:not_in_gb_record,pancreaticjpolypeptide_gene,_comp 
ul5590_306-840,heat_shockjrotein^ 

Metagene 166 

20 af001359_2- 

27,dna_mismatch_repairjro^^ 

hg6274it5097_sjatJig627-ht5Q97_ik^^ 

hg627-ht5098js_atjig627-ht5098_rhesu^^^ 

antigenl,__altsplice_3,_rhviii_ 
25 105 144__2488-2598 } (cloneJamda-hpec- 

S^hosphoenolpymvate^arboxykinase^ckl^mmaj^complete^ds^ 

allJ05187J2284-2339 3 smalljrolme-ric^ 

118877exon#2_980-1530,mage-12^rotein_gene,_complete_cds_ 
120469_499-996 5 tmncated_dopamme_d3jra^ 
30 m23323mmaJ779- 1309^nembrane__protein_(cd3-epsilon)_gene 
s72503_1692- 

1870 ? Jirkl=inwardj-ectifier^ 

u 1 2707_1 280- 1744,wiskott-aldrich_syndromejrotein_(wasp)_mma,_com 
ul5641J760-1283,transcriptionJ&^^ 
35 u20979_2612-3068,chromatm_assembly_^ 
u73167cds#2_79- 

834,JiJucal4.2ajgenejextractedJfr^^ 

x87344mma#26J769-945,dma,_dmb,Jila- 

zl,Jpp2,Jmp2 > _tapl,Jmp7,_tap2,^ 
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x97064cdsj^88-2210:in_reversesequen^ 

z3 0644cds_l 860- 1 9 1 8 : in_reversesequence,_2 1 30- 

2 1 38^nma_for_cUoride_chamiel_(piitative)_2 1 63bp_ 

5 Metagene 34 

hg3992-ht4262_atJig3992-ht4262_cpg-enriched_dna,_clone_e35_ 
j02843cds_l 103-1451:in_reversesequence,_14089-141 19,cytochrome_p450iiel_(ethanol- 
inducible)jgene,_co 
10 m54927mma_2349-2907,myelin^roteolipidjprotein_nro 
u3 8480_1 008- 1 52 1 ,retmoid_x_recepto^ 
x05608exonM_172-406:not^n^bjrecord,gene_fo^ 

Metagene 22 

15 

afOO 1 787_990~ 1 1 50,uncoupling ^roteinmma,_complete_cds/gb=afl)0 1787_/ntype=rna 
s81957innia#130-112,J)mp-5=bone_moiphogenicjprotehi- 
5_{promoter}_[human 5 jgenomic > _l 1 16__nt]/gb=s8 1957 
all_x55777_1833- 
20 2326 3 jutorf_gene_extracted_froinm 

Metagene 323 

149229cds_2- 

25 87,retinoblastoma_susceptibility __protein_(rb l)_gene,_with_abp_deletion_ui_exon_22_(l 1191 
y09305cds_267-675:in_reversesequence,_7 1 1 -77 1 ,mrna_for ^roteinJkinase,_dyrk4,_partial_ 
ylO517inmaJZ52-606,nmiaJfor_^ 

Metagene 266 

30 

ul 8467_1436-1946,pregnancy-specifiO 

u65918JL248-1820,putative_maJ>indm^^ 

z78290_44-109 s mma_(clone_ld7). 

35 Metagene 94 

u6658 1 cds_963- 1275:in_reversesequence ? _l 547- 1 745, putative _g_protein- 
coupled_receptor_(gpr22) jgene,_c 

u73799_34-2654ynactin_mma,jartial_cds/gb^73799_/ntype=ma 
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u88892_31~241,tenascm^_nm 
aUx73501 J 1784-1 3955, gene_for_cytokeratin_20_ 
x97249cds_1720-2230,nmiaJFor_l^^ 
aU_x97261J25-333,mmaJfor_metaUo^ 
5 aU_z32684jl621-5042,xkjmma^ 

Metagene 285 

d3793 1_395-9 1 1 ,mma__for_rnase_4,_complete_cds 
10 hg3731-ht4001_atjig3731-ht4001jniiiinnogto 

hg4668-htf083js_atjig4668-ht5083jian^^ 

123333J725-1305,corticotropin_releasing^ 

I38503_531-993,glutathione_s-tram^^ 

m 1 398 1_1253- 1 300,inhibin_a-subuiut_iimia,_complete_cds 
15 aU_m35093_2155-2456 5 secreted_epitheUal_tumor_mu^ 

ul 5932_1 928-2294,dual-specifici1yjp^ 

u79249_873-1359,clone_23839_jnrna_sequence 

x65727cds#l_l 99-59 1 ,_gstalpha Jiocus__gene_(glutatiuoiie_j5- 

transferase)_extracted_fi:omgstalpha_gene_for 
20 all_x77166_798-ll 83,gene_for_kunitz-typejrotease_inhibitor,_hkib9_ 

x95097mrna_924- 1 503 ,mnia_for_vip2_receptor 

all_z46261_490-899 } dna_for_histone_h3a_ 

Metagene 367 

25 

hg42364xt4506JLatJig4236-ht4506jzin^^ 
132606_1 862-2196£omeobox4ike_mrna 
m6 1 826exon J72-5 68 ,alpha-spectrin_gene 
u09279_1375-1777,type_xix_coUagen_(col^ 
30 u38964cds_1096-1146:in_reversesequence,_1291- 
1359 5 pms2_related_(hpmsr2)jgene,_complete_cds_ 
u79301_999-1509 ) clone_23842_mrna_sequence 
x00540_atjx00540jt00540,notjn^ 
all_xl5088_1146-1276,gnatl_mmajfcrjra^^ 

35 

Metagene 269 

hg3985-ht4255_atjkg3985-ht4255_cpg 

m 1 6967_633 8-6806,coagulation_factor_v_mrna,_complete_cds_ 
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m5994 1 J2S57-2965,gm-csf_receptor^ 
u00672_3067-3577,interleukin-10„receptor_inma,_com 
u79526_1787-2327,oiphan^-protem^ 
reverse__z49208_20545- 
5 20696,dna_from_cosmidJ161a8,Jiimt^ 

Metagene 30 

j04132_919-1417,t_ceU_receptorjzeta-chain_mma,_complete_c 
1 0 m76559_3065-352 1 ,neuronal_dhp-sensitive,_voltage-dependent,_calcium_chann 

2b_subunit_mrna,_c 

m 81882mma_1835~2261,glutamateJ^^ 

s68874_113-469,_ep3jprostanoid_receptor_ep3- 

i_{3^region,jaltemati 
15 u 00921exon#3J273-313:notJn^bjrecord>^^ 

u01828_5837-5942^icrotabule-associated^ro^^ 

u20759J3683-3758,para1hyroid^^ 

u29943_l 609-2065 } elav-like_neuronal jrotein-2_hel-n2_nmia,_complete_cds 
u3 1 628_1 0 1 5- 1 507,interleukin- 1 5_receptor_alpha_chainjprecursor_(il 1 5ra)_mma,_complete_cds_ 
20 x02883exon#4_568-736,gene_for_t- 
celU*eceptorjdpha_chai^^^ 

aU370811J2067-2566 s mmaJbrJbetaadr©nergic_receptor_ 

all_x8 1 832 1 592-2 1 63^tnma_for^lucose-dependant_msulinotropic _polypeptide_receptor_gene_ 
x86570_J 208- 1 532 5 mrna_for_acidic_hair_keratin_l 
25 y07683_95 l-1413,mma_forjp2x3^urinoceptor/gb^ 

Metagene 115 

aU_ml6441_2260- 
30 2855,Jymphotoxinjgene_extracte^ 

Metagene 23 

all jx77748_281 5-3296 jtimaJTor^^ 
35 x84003cds_140-305:injrevensesequero 

y 1 05 10ixraia_13-268,xmm_for_cd67sjproteiii/gb==y 105 10 _/ntype=rna 

Metagene 405 



845 



WO 2004/038376 



PCT/US2003/033946 



ab000381exon#2^_45-395:not_in_gbjrecord,dna_for ^gpi-anchored_molecule- 
like_protein > _complete_cds_ 

all_dl6154_2725-275 1 :not_in^b_record,gene_for_cytochromejp-450cl 1 ,_exon_3- 
9/gb=dl6 1 54_/ntype=dna_/a 
5 j02982_23-439,glycophoiiijb__mnia 9 _complete_cds_ 
11G373JL31 l-1713,(clone_ccg-b7)_mrna_sequeiice 

12 1 893_1 039- 1 537,na/taurocholate_cotraiisporting _jjolypeptide_mrna,_complete_cds_ 
ml 3928mrna_S42- 1 020,delta-aminolevulinate jdehydratasejiima,_complete_cds^ 
all_m29037_3259-3548,_hiimanbeta-liydroxysteroid_dehydix)gen 

10 5,__complete_cds 

s78825_523-667,Jdl_(idl-b>=tirasc^^ 

helixjprotein_{alternatively_spliced} 

ul 2424 _20 16-2564,mitochondrial^lycerol-3-phosphate^^ 

u6 1 276_4243-4777,transmembranejprotein Jagged(hj 1 )_mnia,_complete_cds_ 

15 all_u83598J780- 

8 1 5,deatfi_domain_receptorsol^ 
v01510nrrna_506- 

1 022, jomc^ene_(proopiomelanocort^ 
x92493mma_21 60-2672,mma_for_stm-7jprpteiii 
20 yl051 lmrna_16-343,mrna_for_cdl76jprotein/gb==y 105 1 Wntype=rna 

Metagene 4 

ac002477cds_444-988,pac_clone_dj327al9_from_xq25- 
25 q26,_complete_sequence/gb=ac002477_/ntype==dna_/anno 

hg4243-ht45 13__at_hg4243-ht45 13_zinc_fingerjprotein_znfl55 

j00129mma#l_1282-1552:notjn^bj*ecord^^ 

all_m5 8026J53 1 - 1 240,nb- 1 jtnrna,_complete_cds 

u30255_977-1493 5 phosphogluconate_dehydrogenase_(hpgdh)^ene,_complete_cds 
30 u37022mma_860-1322,cyclin-dependentj^ 

u67 19 1_339 1 -3967 ,multiple_exostosis-likejprotein_(extl)_nvrna ? _compiete_cds_ 

u67369JB00-2720,growthJfactor_indepe^^ 

u85245__33 10-37 1 8,phosphatidylmositol-4-phosp^^ 

u97018_3439-3853,echinoderm_microtubule- 
35 associatedjprotein_homolog_huemap_mraa,_complete_cds 

xl3461cdsj$8-422:injreversesequence^^ 

like^ene^Cclp^gene^for^calmod 

all_x72632_1746-2326 5 mma_encoding_r^ 

z483 14cds__2683-3086:in__reversesequence,_3 1 10-3249,mrna_for_apomucin_ 
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Metagene 410 

dl 7547_2 1 06-2262 5 mmajOT_dopachromeJautom 
5 2),_complete_cds 

k02054mmaJ238-676,gastrin-releasm^^ 
133404_464-890,stratum_comeum_chymot^ 
m64108_203 1-257 l 5 udultomma,_3 f _eacL 
s83 198 4 1 2-9 1 6,jDplpMmsic^roline-richjpro^ 
10 u60206_1537-2003,slressjrespoiisive_serine/fhreoim 
u73960_566-1022,adp-ribosylationjacto^^^ 

Metagene 398 

1 5 hg2507-ht2603_at_hg2507-ht2603 jotassium_channel,_voltage-gatedJccnc 1 
j03258nmia_4003-4561;vatamin_djrec^ 

k0226 8mma_3 1 5 5-3 677 ,enkephalin_b_(enkb) _gene,_5'_flank__and 

105606_1219-1741,myosinjbindingjproteinjb_mma,_comp 

I12392_9795-10257,huntington_diseasejhd)_mrna,__complete_cds 
20 11 5533mrna_236-764 5 pancreatits-associatedjprotein_(pap) _gene,_complete_cds_ 

176380mma_2459-2969^clonejisnme29)_cgrp_typereceptor_^ 

aU_ml6424_135-664,beta-hexosamiiri^^ 

s78296J2596-3076^neuromament-66J>wna^^^ 

u57092_317-779,small _gtp-binding_j)roteiii_rab30_ 
25 u76369_l 3-325 ,cationic__amino_acid_transporter- 

2bjatrc2)_mma,jartial_cds/gb-u76369_/ntype=rna 

x52425mTna_3032-3536,il-4nr_mma^^ 

Metagene 309 

30 

d88146_l 1 564408 9 mma_for_udp-galactose_transporter_2,_complete_cds 
hg2 175-ht2245_s_atjig2 1754it2245_myosin 5 Jieavy _polypeptide_10,_non-muscle 
hg399 l-ht4261_at_hg399 1 -ht426 l_cpg-enriched_dna,_clone_e 1 8_ 
all_ml9989_804-1279,platelet-derived ^rowth„factor_(pdgfa)_a_chain_gene,platelet- 
35 derived_growth_fact 

u30313J372-756 3 diadenosine_tetraphosphatas^^ 
u66077_1401-l 822 5 dazjairaa^3' jutr 
u79272_699-1179,clone_23720_mma_sequence 
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x98337cds_643-97 1 :m_reversesequence,JL061^ 
related_jprotein_4 

Metagene 214 

5 

d26135_32470619,mmajfor_dia^ 

hg3 105-ht3281_s_at_hg3 105-ht328 l_atpase,__cu2+_transporting^ 

s78774_41 1-7 17,_na+/ca2+_exchangerjh^ 08- 
1 5_ceUs, _mrna_partia 
10 x98225cds_31-331,mrna_for _gastrin-bindingjrotein/gb^98225Jntype=raa_ 

Metagene 38 

d2 1 267mma_148 1- 1 979 J inma_for_MgWy_expressed_protein_ 
15 d8378 1_423 1 -4729,mrna_forjdaa01 97_gene,_partial_cds_ 

hg3930-ht4200_„at_hg3930-ht4200_stearoyl-coenzymea_desaturase_ 

142 1 76_844- 1 3 84,(clone_3 5 3)_dral_mrna,_complete__cds 
149054_587-1067X3;5)(q25J;p34)J^ionjgenejipm-mm_mma,_com 

m95 1 67mma_3333-3897,dopamineJxamport^^^ 
20 u32376J2548-3028,channel_associa^^ 

x78712cds_1319-1637:in_reveisesequence^ 
x82209J7019-7511,innl_nurna 

yl0505mma_94-658,mma_for_cdl04jprotein/gb^l0505jntype 

25 Metagene 456 

u30246_3599^019Mmetamde~sensitiw^^ 
Metagene 153 

30 

hg4245-lit45 1 5_at Jig4245-ht45 1 5_forkhead_family_a£xl 
m84349mrnaj 366- 1 8 5 2,transmembrane jprotein_(cd59)_gene_ 

Metagene 422 

35 

dl4678_1244-1748,mmajbrjdnesin-^ 

d3 1 833_1212-1768 5 nrnia_for_vasopressin_vlb_receptor,_complete_cds_ 

d86043_l 74 1 - 1 829,mrna_for_shps- 1 ,_completecds_ 
I03427_4325^844,zinc_fmger^rotein_basonuclin_mnia,__complete_cds_ 
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115344_1360-1768,high_molecular_weight_b_cell _growth_factor_mrna_sequence 

m85 1 65_13 1 1 - 1 809,srf_accessoryjproteinJ a_(sap-l)jtnma,_complete_cds 

m95936_1148-1466,protein-serine/thre^ 

s78271_4580-51 1 l,_sbl .8/dxs423e=mitosis- 
5 specific_chromosome_segregation jproteinsmc l_homolog_[human, 

u03905_1438-1858^onocyte_chemoattractan^^ 

lA)_altematively_spliced_mma,_comp 

u09002_5527-6082,n-methyl-d- 

aspartate_receptor_modulatory_subum^ 
10 u 1 3 395_994- 1450,oxidoreductase_(hhcma56) _mma,_complete_cds 

u2$28 11 1 62- 1 61 8 9 secretin_receptor_mma,_complete_cds 

u5053 l_4295-4847,brca2_region,jtnrna_sequence_cg030_ 

u66618J^18-2016,swi/snf_complex^ 

u85767_13-505,myeloidjrogenitorji^ 
15 x 1 4767mma_l 685- 1 832 5 mrna_for_gaba-a_receptor, Jjetasubunit 

Metagene 272 

m86917_2402-2972,oxysterol-bindingjrotein_(osbp)_mrna,_complete_cds_ 
20 ul 9 142_69-5 10,gage-l jrotein_mma,_complete_cds 

u30872_9600-10116,mitosin__mrna 5 _complete_cds_ 

all_u66061_134531-176445 s germlinej:- 

ceU_receptorJ?eta_chainJc^^^ 

u79297_l 095-1 575 ,clone__23 5 89_mrna_sequence_ 
25 u90268_1427-1703^tl_mma,_complete_cds 

all_x07024_4938-5257^_chromsomejmm^ 

xl65(McdsJ781-1266:inj:eversesequence,_^^ 

Metagene 258 

30 

ab000816j r 83-1357,mmajbrj>m^ 

dl7716_1820-2390^nma__forja- 

acetylglucosaminyltransferase_v^^^ 

d25539_3997-4375,mma_for_kiaa0040 ^ene,_complete_cds 
35 hg742-ht742_atjhg742-ht742jatentj^^ 
107597 j2496-3036,ribosomaljprotein^^ 
ml0014cds#l_1048-1264:mjreversesequ^^ 
prime_chain_gen 

m28825_1513-2(H7,thymocyte_antigen_cdla_mma,_complete_cds_ 
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u03274_l 497- 1 94 1 ^iotiiiidasejairn^complete^cds 

u51241cds_717-1029:in_reversesequence 9 _1257- 

1497,eosmopMl_eotaxmjrec^ 

aU_x63755_579-994,mma_forJiigh-sulphur_keratija_ 
5 X 80343cds_435-807:in_reversesequence,_1006- 
1 036,p35_mma_for_regulato 
all_x83929_2707-3257^mma_for_typedesmocollui_ 

Metagene 280 

10 

u60665_1603-2149,testis_specificj>^ 

Metagene 248 

15 m 16474mma_1788-2223,fetalJ>ut^ 
U25433J2428- 

2842:not_in^bjrecord,protein_^ 
u59423_1481-1943 5 sraadl_mrna s _complete_cds 
x76538_433-93 l,mpvl7_mrna 

20 

Metagene 416 

<. 

alljtnl64(H_1576-2153,m2_muscarinic_acetylcholm^ 
m73746J2409-2894Jutropin/choriogonado 

25 

Metagene 3 

jOO 1 1 7mma_9-428 jChorionic^onadotropin^Chcg) Jbeta_subunit_mrna > _complete_cds 
ml2759cds_65-335:in_reversesequence,_1020-1260 9 igj_chain_gene 

30 all_m85220_15- 

201,heavy_chain_diseasejga_chan^^ 
s71043mma_442- 

970,Jg_alpha_2=innnunoglobulin_aJieavy_chain_allo 
u24 1 52 Jl 879-22 1 5,p2 l-activated^protein^kinase^akl )_gene,_complete_cds 
35 all_x60992_2450-302 1 ,cd6_mrna_for_t_cell_glycoprotein_cd6 

Metagene 472 
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h46990_40- 

355,_yol 6d02.sl cdna_clone_l 78083_3 , _simnar_to^b:j02625_cytochromejp450__iie l_(human); 
m86873inma_155-367,type3^1asminogenjrelated_gene_ 
s 42303J3537-4029,_n-cadherinj;human,^^ 
5 a lLz80776_596-795,h2a/g L _gene 

Metagene 457 

dl0202_1209-1557,tnma_forjlatelet-ac 
10 dl3643_3585-413 l,mmaJForJdaa001 8_gene,_complete_cds * 

d493 8 7_40 1 -9 1 7,mrna_for_nadp_dependent Jeukotriene J>4_ 1 2- 
hydroxydehydrogenase,__partial_cds/gb=d49387 
hg4606-ht50 1 I_at_jhg4606-ht50 1 l_centractin ? _alpha_ * 

j03890mrna#l_482-1022:not_in_gb_record 5 _sp-cl ^ene_(pulmohary_surfactantjprotein_sp- 
1 5 c)_extracted_Jro 

k03195_2303-2813 9 (hepg2)_glucose__transporter _gene__mrna,_complete_cds_ 

11 32 1 01 668-2214,mac-2 ^binding jprotein_mrna,__complete_cds 

120348exon_l 5-2 19:not_in_gb jrecord 5 oncomodulin jgene 

142563mrna_301 l-3443XcloneJsw34)_non-gastricJ^,k-atpase_(atplall)_^ene 
20 m27504_2078-2626,topoisomerase_ty^^ 

m282 1 5_130-676 5 gtp-binding_j>rotein_(rab5) jtnrna,_complete_cds 

u2064 8_3 1 6-766 ,zinc_fingerjprotein_(znfl 54)_mrna,_partial_cds 

y00318cds#l_1317-1653:in_reversesequence,_1814- 

1 9 1 6^nma_for_complement_controljprotein_factor_i 
25 all_z 1 5 1 08_1 535-2 130,innia_forjroteinjkinase_c_zeta 

Metagene 443 

ab000468J2302-2860,mma_forjrincJ^^ 
30 ab002533_1726-2128,mraa_for_qipl,_complete_cds_ 

reverse_ac002077_3475-3730 5 cosmid_clonejiical7_from_3p21.3_ 
adOG0092cds#2J714-1008:inJullsequence,^ 
threonine_protein_kinase_r3 1 

dl 6480J2089-264 1 5 nmia_for_mitochobdrial_enoyl-coa_hydratase/3-hydroxyacyl- 
35 coa_dehydrogenese__aIpha-su 

d38552_1532-2012,nmia_forjdaa0073_gene,_partial_cds_ 
d63475_l 3 09- 1 8 1 9,mma_for_kiaa0 1 09 jgene,_complete_cds 
d63477_4745-5243^nrna_for_kiaa0143_gene,jpartial_cds_ 

d79206exon#5_l 5 1 3-205 3 ,gene_for_ryudocan__corejprotein,_exon 1 -5,_complete_cds_ 
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d85245_l 248- 1 806^mna_for_tr3beta,_complete_cds 

all_d87017_16956- 

20256,_c7_segment_genej5xtrart^^ 

d87 11615 14-2048,mma_for_mapjcinase_kinase_3b_ 5 complete_cds_ 
5 hg2290-ht2386_at_hg2290-ht23 86_calcitonin 
hg275 5-ht2 862_at Jig275 5-ht28 62_t-plastin_ 
hg2887-ht303 I_at_hg2887-ht303 l_sry-related_bmg-boxprotein 
hg331-ht331_atjig331-ht331_tenascin 

hg3 897-ht4 1 67_at _hg3 897-ht4 1 67_sodium_chaimel,_type_iii,_alpha_subunit,Jji^ 
10 hg3925-ht4195_s_atjig3925-ht4195jm^ 

j02906mma_1254-1782,cytochro^ 

125444_2124~2694Xtafii70-alpha)_mrna } _complete_cds_ 

m22960mma:J352-1760,protectivejrote^^ 

m24439exon_492-912,liver/lx>^ 
15 m60284cds_835-1144:in_reversesequerc^^ 

m68941mma_3078-3618j>rotein-tyro^ 

m9 1 669_406 1 -463 6,bullous jemphigoid_autoantigenj3pl 80_gene,_3*_end_ 

m92303_3057-3633,voltage-dependentjcalcm^ 

m95623exon#14-15_2- 
20 383:notJm^b_record,jbgd_gene^^ 

s38742_1370-1835,Jioxl l=hoxl 1 Jiomeodomain_{homeobox} j;human,_inma,__1988__ntL 

s65583mma_588-1068,_sp-10=intra- 

acrosomaljprotein_{altemative^^^ 

s87759_1823-2321 9 jproteinjhosphat^ 
25 u01337exon#16jU2-553,ser/tbr^ro^^ 

u04898_1421-1877,orphanjaonnone_n^^ 

ul 1 292^2353-2863 ^nuclear^autoantigen^mma^complete^cds^ 
u 1 565 5_2 1 02-25 7 6,ets_domainjprotein_erf_mrna 5 _complete_cds_ 
u25034_5 88- 1 127 J neuronatin_ - beta_mrna,_complete_cds_ 
30 u25956mma_1470-2046,p-selectin_glycoprotein_ligand_(selplg)_gene 

u30894_2068-2626^-sulphoglucosamme^^ 
u32439_1324-1822^egulator_of_g-prote^ 
u32674cds_593-1060:in_reversesequence,_l 181- 
1 1 91,orphanjreceptor ^i9_(gpi9)_gene^artialj;ds 
35 u39573_2173-2689 > salivaiyjeroxidase_mrna > _complete_cds 
u40391nima_464-980 J serotonin_n-ac^ 

u40434_l 561-207 1 5 mesothelin_or_cakl_antigen^reciirsor_nima,_complete_cds_ 
u4203 1__1 655-220 1 ,54_kda__progesterone_receptor- 
associated_iiimiunophilin_fkbp54_mrna J jpartial_cds_ 
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u43374_775-1069,normaljcemtinocytejtnma_ 

u45973_1634-2192,phosphatidylinositol_(4 > 5)bisphosphate_5- 

phosphataseJbomologjnma,jpartial_cds 

u46751_1562- 

5 20 1 2,phospbotyrosine_independent Jigandj>62 Jforjhe _lck_sh2_domain_mrna > _complete_cds 
u49857_314-749,transcriptional_acti^^ 
u50330_3071-3515,procoUagen_c-proteina^ 
u68 1 1 lnimaJ$58-1374 ) proteui^hosphataseJ^^ _^gene 
u70671_695-l 1 1 5 ,ataxin-2_related jrotein_mrna,_partial_cds_ 
10 u72206_3122-3590,guanme_nucte^ 

u92457J2832-3375^etabotropic^lutamate^ 

x05855cds_12-65:notJn_gb_record,Wstone_h33^ene_exon_2,histoneJhi3.3 _gene_exonJ2_ 
alLx07290_1212-1723^f.l2_gene_mma_ 
all_x07767_l 948-25 1 6,mma_for_camp- 
15 dependent jroteinJcinase_cataly^ 1 -3 

aU_x07948_3-428,mma_for_transition^rotein(tpl)_ 
x59932mma_1557-2063,inma_for_c-src-kinase_ 

aU_x66945_3582-3931^-sam_inrna_for_fibrobiast _growthJactorjreceptor 
x78687exon#6_172-670,g9 _gene_encoding_sialidase 
20 x79865cds_267-41 1 :in_reversesequence,__922,inrpl7_.mma 

x8 1 372cds__70 1 -79 1 :in_reversesequence,_J 027- 1 1 95 9 mrna__for _biphenyl_hydrolase-related_protein 
all_x89066_38 17-4019,mrna_for_trpcl_j>rotein 
all_x9 1 504_970- 1 523 ,mma Jfor_arp l_protein 
all_x94232_2035-2528,mrna_for_novel_t-cell_activationjrotein 

25 all_x98482_45- 

72,timt2_gene_exon/gb^98482_/n1ype=d^^ _gene_exon/gb=x98482__/ntype=d , 
alljsl2962_31-398,mma_fo^^ 

z22548cds_310-547:injreversesequence,_684-894,^ 
z73497cds_28- 
30 229,dna_sequence_ifc>mjco^ 

CO 

Metagene 430 

35 d87458_3244-3784 J mma_for_kiaa0282 _gene,_partial_cds_ 
m99564J2505-2991,(clone_dnl0mel)j^^^ 

Metagene 426 
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d30037__609- 1 1 79,mrna_for _phosphatidylinositol_transfer _protein_(pi-tpbeta),_complete_cds_ 
allJ03027_3437-3996,mhcJJila-6.09 ^ene,_complete_cds_ 
aU_ml4306_171-361,beta-a3/al-crystal^^ 
all_m3 0703_5 5- 1 42:not_in ^bj:ecord,amphiregulin_(ar)_gene_ 
5 ul4407_601-l 147 > interleukin(ill5)_mrna,_complete_cds_ 
u33054_1584-2010,gjprotein- 
coupled_receptor_kmase^rk4_mm^ 
x94629_618-1128,mritajbrjtne^ 

y 105 1 8mrna_l 3 8-648^nma_for_cd202_protein/gb=y 1 05 1 8__/ntype==rna_ 
10 z83 804 29-261 s mma_for_axonemd_dynemJieav 

Metagene 406 

u06454_1832-2288,amp-activated^rotein_kinase_(hampk)_mm 
15 aU^00705_5-356,psti_mma_forjancreatic_secretoxy_i^ 

Metagene 393 

j03474cds_3-255,serum_amyloid_a _^ene,_complete_cds_ 
20 aU_m63262_161-540:in_m63262cds_231-340,5-lipo 
alljx;51441J55-90,mmaJfor_semm_^ 
alpha,mrna_for serum amy 
x75(H2cds_l 607-1 8 17:in_reverse^^ 

25 Metagene 381 

af0053 6 1_1 1 59- 1 663,importin3lphamma,_complete_cds/gb=-af0053 6 l__/ntype=raa_ 
hg373 1 -ht400 l_r_at_hg373 l-ht400 l_immunoglobulin_heavy_chain,_vdjrc_regions_ 
138616mrna_l 1 84-1634 9 brain_andjreproductive_organ- 
30 expressed jrotein_(bre) ^ene^complete^ds 

u46746_l 183-1 708 5 dy strobrevin-epsilon_mma,_complete_cds_ 

all_u6 1 500_6060-6577,gt334 ^rotein_(gt334)^ene_ninia,_complete_cds_ 

Metagene 361 

35 

ml 63 64_749- 1311 ,creatine kinase-b tnma, complete_cds_ 
m64554mma_J602- 

1 962,__fl 3al^ene_(coagulationjfactor_xiifo^^ 
u07794_cds2_atju07794_u07794,notjn^bjrec^^ 
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Metagene 357 

hg3432-ht3620_s_atjig3432-ht3620 - fibroblast ^owth_factor_receptorJc-sam,_altsplice__3,_k- 
5 sam_iii_ 

s79048_61^21, Jprp^hl_el fljhuman^lacrimal _gland,_mrna_j)aitial J _507_nt] 
u39657_2341-2863,map_kinaseJdnase(nikk6)_inma,_com 

u97 1 88_3 602-40 1 0,putative_majbinding jroteinJkoc^Ckoc^mnia, j:omplete_cds 
x66417cdsJ230-524:injreversesequen^ 

10 

Metagene 354 

aj000480cds_116-650 s mrimjforjc^^ 

d2 1 24 1 exon#2_2-72,_ovary-_andjrostate-specific_exonfi-omcytochromejp- 
15 450_aromatase^gene,_multiple_ex 

d30742_12 1 1 -1 697,inma_for_calmodulin-dependentjproteinJd^ 

d8001 1^4259-4793 >mma_for JdaaO 1 89 _gene,_complete_cds 

hgl980-h(2023_atjigl980-ht2023_tubulin,_beta_2_ 

hg2264-ht2360_at_hg2264-ht2360_atpase^ 
20 hg273-ht273_atJbg273-hl273Jymphocyte_antigen_hla-g3 

hg35 17-ht37 1 l_athg35 17-ht37 1 l_alpha-l -antitrypsin,_5^end_ 

hg6204tf620_atjig6204it620jyrosine^^ 

105424_cds2_atJ05424J05424,not_in_gbjrecord,_cd44 ^ene_(cell__surface_glycoprotein_cd44)_ex 
tracted_ 

25 110844_1646-2213 3 ce]lular_growth-regulato^ 

114848_802- 1181 ,mhc _>related jrotein_mma,__complete_cds_ 

128957_685-123 1 ,ctp:phosphocholine_cytidyltransferase_mma,_complete_cds 

aU_m23 178J2889-3818,homologue- 

l_of_gene_encoding_alpha_subi^ 
30 m27436mrnaJ638- 

1979 9 tissueJ:actor^ene,_complet^^^ 

m27819_3060-3426,anion_exchange^rote^ 

m333 1 8mma_1538~1583,cytochrome j450iia3^ 

m62324_1584-2052 3 modulatorjrecognition^^^ 
35 u30888_l 892-2420,tma-guanineJransgIycosylase_^ 

u4057 1_1 695-2073 ,alphal -syntrophin Jsnt__al)_mrna,_coinplete_cds_ 

u823 1 0J 9-229,unlqiownjrotein_mma,jpartial_cds/gb= : ni823 1 0_/ntype=rna_ 

u828 1 8_ 1 005- 1 05 8 9 ucp3s_jnma,_complete_cds/gb=u828 1 8_/ntype==ma 

u8455 l_cds2_jit_uS455 l_u8455 1 ,notjn_gb_record,dystrobrevin_(dtn)_gene_ 
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x03934cds_255^23:m_revereesequenc^^ 

all_x0761 9_658-l 1 62,mrna_for_cytochrome_p450_dbl_variant_b_ 
xl2458mma_1566-2046,^3^rotein_(a^ 
aU_xl3967_3247O806,mmaJforJeu^^ 
5 xl6901cds_41 l-711:injreversesequence,_866- 
1094,mmajforjrap30jmbui^ 

x52599cds_295-649,inriia_forbeta_nerve growthjfactor 
x94563inma#lJL09- 
123,_exon_lb;_used_only_hi_typet^^ 
10 yl 0506mma_251-593,mnia_for_cdl 10_protein/gb=yl0506_/ntype=ma_ 
y 1 061 5cds_l 1 5-535,cyrn2_gene/gb=y 1 06 1 5__/ntype=dna_/annot=cds_ 
all_z46632_2953-3206,hspde4cl ^gene^foO^SL- 
cyclic_ampJ?hosphodiesterase,hspde4cl^ene_fo^_3 f _,5 , 

15 Metagene 346 

u45974_l 007- 151 7 3 phosphatidylinositol_(4,5)_bisphosphate_5- 
phosphatase_homolog_mma,_partial_cds_ 
u793 04 1 1 02- 1 630,clone_23 909_mrna 5 _partial_cds. 
20 x05839mraa_2298- 

2467,_ti^sfoiming^owth_factorJ)etaprecursor ^ene_extracted_fromtransforming_growt 

Metagene 340 

25 134838_40-586,earlyjlacenta_im^ 

aU_u05255_159-188,glycophorinJiep2_^^ 
u31501_23S9- 

2773 9 jfegile_xjmental_retardation_synckomejrelated^ 
u37689JM4-752,majolymerase_iijmbu^ 
30 xl5943mma_884-1220:in_reversesequence,J7046^ 

> 

Metagene 336 

u0802 l_447-909,mcotmamide_n~me^ 
35 all_x83 107_1 8 67-2348,bnxx_mma_for_cytoplasmic_tyn)sine_kinase 

Metagene 333 
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u96 19 1_1 9^39 9 trophoblast_hypoxia<egulated_factor-5_(hrf" 
5)_mrna ? _3 *_end/gb=u96 1 9 1 _/ntyp e=rna_ 
all_x 1 39 55 67 5- 8 27 ,inma_for_myosin_alkaH_light_cliain 
x64877cds_4 17-762:in_reversesequence,_889- 
5 894 ? irmia_for_serumjrotein J rania_for_serumjprotein 

Metagene322 ■ 

hg2229-ht2306_at_hg2229-ht2306_paired_box_hupl_ 
1 0 m549 14exon_l 099- 1 666,foUicIe-stimiilating_honiione_beta-subuiiit jgene 

Metagene 267 

hg544-ht544_at_hg544-ht544_endothelial_cell _growth_factor_ 
15 105072exon#10_375-907,mterferon^ 

107261mnia_283- 

505,alpha_adducin_:mma,j^ 

B7360_146-698,(cloneJbLehkl-l)_ehk^ 

2)_mrna,__complete_cds 
20 177567mina_947- 1 23 1 ,mitochondrial_citrat^ 

m25667_1086-1200 5 neuronal^rowth^ 

m32886_35 1 -843 5 sorcin_cp-22_mma,_complete_cds_ 

u07 1 5 1 395-869,gtp_bindingjprotein_(arl3)__mrna,_complete_cds_ 

u29 1 75_5 199-5223 ,transcriptional_activator_(brg 1 ) jrnma,_complete_cds. 
25 u30827__l 253-1 8 1 7 5 splicing_factor_srp40-3_(srp40)_mrna,_complete_cds 

u30999_25-379 5 (memc)_mma 5 _3 , _utr/gb=u30999_/ntype=rna_ 

u51432_1557-2079^uclearj?rotein_skip_mma >- _complete_cds. 

u53830_1469-1835,interferonjregulato^ 

u60873_l 1 5-439,clone_l 37308jmrna,jpartial_cds 
30 U7926 l_883-1422 9 clone_23959_mrna,jpartial__cds 

alljxl4813_1077-1618,liverj^ 

x64177cds_8-147:inj-eversesequence,_2-277,^^ 

x94333_l 617-21 57 5 mrna_for_tgn46_protein 

x97074cds_182-398:mjreversesequenc^^ 
35 z46376mma^703-5249,hk2_mma_for_hexokinaseji_ 

Metagene 264 

d21239_3475-3997,mnm_for_c3g__protein,_complete - cds 



857 



WO 2004/038376 



PCT/US2003/033946 



d49958_1830-2346,fetusj>rain_mm^ 

d88613_1068-15 18,nima_for_hgcma,_complete_cds 

d88667_1298-1652;mrna_for _cerebroside_sulfotransferase,_complete_cds_ 

hgl098-htl098_atjigl098-htl098jcystatin_d 
5 hg2 1 6 l~ht223 l_at_hg2 1 6 1 -ht223 l_translocation-associatedjiotch_(drosophila) Jbomolog 

hg2 1 9 1 -ht226 l_at_hg2 1 9 1 -ht226 l_crystallin,_beta_b3_ 

hg3477-ht3670_at_hg3477-ht3670_cd4_antigen_ 

hg3928-ht4198_atjig3928-ht4198jsu^^ 

hg4336-ht4606_at_hg4336-ht4606j5actericidaljbpi f gene_ 
10 hg4535-ht4940_s_at_hg4535-lit4940_dematin_ 

j02888353-915,quinone_oxidoreductase_(nqo2)jmrna > _complete_cds 

k03008cds_90- 118 :not_in^b_record ? ^amma-g2-psi^ene_extracted_fromgainma-c- 

crystallin_(gamma-3)_gene 

111372jl97-893,protocadherin^ 
1 5 11 1321 JL 6- 196,pre-t/nk_cell_associated jrotein_(3b3)_mma, jr__end 

140904mrna_1228- 

1656,jb£apiensjpe£oxisome^roliferat^^^ 

ml2625ntrna_893- 1259:injreversesequence,__l 599- 1 683,lecithin- 
cholesterol_acyltransferase_mma,_complet 
20 ml4123cds#l_263-665,jol_fromendogenous_retrovirus_herv- 
kl 0/gb=ml4 123_/ntype=dna__/anno1=cds,_pol_fro 
all_ml6707_59G- 

631,histoneJh4^ene,_complete_cds^ 

ml 1 302__402-5 14,smalljprolinejrich^rote^^ 74n_ 
25 m2 1 904cds_l 1 89- 1 549:injreversesequence,_372- 

378,4f2^1ycosylatedJbeavy_chain_(4f2hc)__antigen _gene_ 
m61733^2454-2934,erythroidjnembra^^ 

m90366 JL 683-2 1 75,zonajpellucida^lycoprotem(zp2)_mma J _complete_cds 
m9 1 5 8 5__3 7 1 9-4 1 75 ,br 1 4 0_mma,_complete_cds 
30 s80267_1304-1872,j72syk_{gjtosertion_n^ 
l_j.caml_cells 5 __mrna_partial_ 

uO 1 120JM84-2982 ? glucose-6-phosphatase_mrna,_complete__cds 
u04270_3505-3973,putative^otassm 

u07856cds#5_1300-1846,endogenous_retrovims_in_complement_c4a _gene,_a3_allele,_herv- 
35 k(c4)_(gag),_(po 

ull090J733-l243,hy(koxyindole-o-methyl1raiisferase^romoter3- 
derived_(hiomt)_mma,_complete_cds 

ul3666cds_671-989:injreversesequence,_1329-1413,g_protein- 
coupled__receptor_(gprl)_gene,_complete_cds 
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ul 8244__1 166-1 640,excitatoiy_amino acid^transpoilerraraaj Complete cds 
ul8543_1853-2339,zinc-fcgerjprotein_mnia,_complete_cds 
alLul9107_3423-3658,znfl27Jznfl27)_gene,_complete_cds_ 
ul9977J735-1227,prepn>carboxypeptidase_a2_^ 
5 u20582_l 180-1690,actin-likejeptide_mma,jpartial_cds 

u20657_2439-2890:not_in^b_record,ubiquitinjprotease_(unph)^ 
oncogene_mrna,_complete_cds_ 
u31342mma_1173-1629 J nucleobindin _gene_ 
u33 3 1 7mrnaJ25-42 1 ,defensin(lid-6)_gene,_complete_cds 
1 0 u3376 1_1 0 1 7- 1 557,cyclin_a/cdk2-associatedjp45_ft^ 

u36501_17(M-2148,spl00-b_(spl00-b)_mnia,_complete_cds 

u43148_6015-6483 5 patchedjiomolo^(ptc)_mma,_complete_cds 

u48263_627-1173,pre-pro-oiphanin^^ 

u49973cds#l_764- 

15 1 340,_orfl ; _mer37; jjutative_transposase_similar_to jpogo_element_fi:omtiggerl_transpos 

u59878_469-895,low-mr_jgtp-bindingjro^^ 

u76010_1520-1964,putative_zmc_ti^ 

u77 845 _1 515-1905 ,htrip_(htrip)_mrna,_complete_cds 

u78793_6-29^olate_receptor_alph^^ 
20 u86759_1374-1856,netrin-2Jikejrotein_(ntn21)_inma,_complete_cds 

all_u90543_2501- 

2545 9 butyrophilin_(btft)jn^ 

u95019_2358-2862;w>ltage-dependentjcald^ 

all_x04297 35 1 9-4090,mrna__for_na,k-a1pase_alpha-subunit 
25 all_x05246_l 045-1 556,testis-specific _pgk-2_gene_for _phosphoglycerate_kinase_(atp:3-pliospho-d- 

glycera 

all_x53800J577-961 ,mmaJfor_^ 

x76942cds_24-420:injreversesequence,_487-527,mma_for_72Jjrotein 
x925 1 8mrna_4077-4127,mrna_for_hmgi-c__protein_ 
30 x96783mma_1442-2015,syt_v_gene_(genomic_and_cdna_sequence)_ 
,all_x97058_1042-1565^mrna_forj>2y6_receptor 
y08200_1496-2006,mmajbrjrab^ 

all_z7 1 460_2546-3033,mrna_for_vacuolar-type__h(+)~atpase_l 1 5_kdajsubunit 

35 Metagene 255 

dl0922_1288-1808,iimia_for_folp-relatedjreceptor_(hm63)_ 
mll567mma_188-620,angiogenin^ene,_com^ 
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Metagene 253 

ab002356_5330-5807,mma_forjriaa0358 ^ene,_complete_cds/gb=ab002356Jntype==^_ 
11 1 70 l_2320-2609,phosphoUpase_d_mrna 3 _complete__cds 
5 142374mrna_J 836-2389 s pp2aJ>56-beta_mma,_complete_cds_ 

ml9508exon#l_2-98,_mpo_frommyeloperoxidase_gene, - exons_l- 
4/gb==ml9508_/ntype=dna__/annot=exon_ 

all_m32879_690-l 129,steroid_l l-beta-hydroxylase_(cypl lbl)_gene,steroid_l 1-beta- 

hydroxylase_(cyp 1 lb 1 ) 
10 m8 1 1 82_283 1-33 14,peroxisomalJ70 Jtdjtnembrane^rotein_mma,_complete_cds 

u25975j^75-1795,serittejdime_(hp^ 

u47686_2174-2747,signal_transduce^ 

all_u67092_1093-1868:not_in_gb_record,ataxia- 

telangiectasia_locus_protein_(atm) _gene,_exons_l a,_lb,_ 
15 all_x 1 6609_6641 -724 1 3 mma_for_ankyrin__(variant_2. 1) 

x51953exon#l-2_37- 

64:not_m_gb_record,ucpjgene^ 

all_x52228 JL 63 1 -2 1 03 ,tnma_for_secreted_epithelial_tumoiir_mucin_antigen_ 

x5 85 2 8mrna_26 89-3 1 93 ? pmp70_mmafor_a peroxisomal jcnembrane_protein_ 
20 x95808mma_5503- 

6037,nmiajforjrotein_encoded^^ 

zll899cds_446-706:in_reversesequence,_989- 

1 074,otB_tnma_enccKiingpctamer_binding jprotein_3b 

z2295 lmrna_7 17-123 1 ,ofj>65j5ene_encodingjp65jsubu^^ 
25 reverse__z682S0_34936- 

35175 s dna_sequence_fiom_cosmidJ£5a3,^^^ 

Metagene 172 

30 m22430_300-732,rasf-a_jpla2_mrna,_complete_cds 
u80669_863-1403,androgenjregulatedjiomeobo 
z70222cds_3-213:in_reversesequence^ 

Metagene 123 

35 

d90064_l 806-21 84 ? cgm6_mma__for_cd66b_(nca-95) 

m87507J751-l 177:injreversesequence,_1012-l 130,Jiomo_sapien_interleukin- 
lJbeta_convertase_(il 1 bce)_mr 

m91556_4785-5343,voltage-gated_sodiumphannel_mraa,_complete_cds. 



860 



WO 2004/038376 



PCT/US2003/033946 



u82275_l 335-1 647,iinmunoglobidin-like_transcri^ 

x 1 5675mrna_l 522- 1 840,ptr7_mma_for_repetitive_sequence/gb==x 1 5675_/ntype=rna 
Metagene 119 

5 

d00003_l 681-1981 ,Hver_cytochroine j-450_rnma,_complete_cds,Uver_cytochromejp- 
450jrnma,_complete_cds 

m74047_1878-2316,steroid_5-alpha-reducta$e(sr^ 
S53911J2110- 
10 2584,_cd34=glycoprotem_expressed_mJym^ 
u42360mnia_867- 1 346,n33_gene 
x54867mma L 783-1293 3 mrna__for_iikg2-a_gene_ 
x65663cds_83-137,sox-6_nrnia/gb^65663^ntype=ma_ 

yl 1 174cds_48-5 1 6:inj:eversesequence,_600 9 mma_for_ip3_gene/gb===yl 1 1 74_/ntype=rna_ 

15 

Metagene 118 

dl2620_J 535- 1 965,mrna_for_cytochrome_jp-4501tbv_ 
d38522_3436-3958,inma_for_kiaa0080^ene,jpartial_cds_ 
20 d63861exon#10_90-656,dna_for_cyclophilin_40,_complete_cds 
hg831-ht83 1_atjig831-ht831 jpotassium_channel_ 
j02883rarna_55^93 ) colipase_mrna,_complete_cds 
140393mrna_l 754-2222 ,(clone_s 171 )_inma,_complete_cds 

m94 1 72_6837-7328,n-type_calcium_cfaannel_alpha- l_subunit_mraa,_complete_cds_ 
25 u055 89_877- 1 453 ,ribosomal_protein_s l_homolog_mrna,_partial_cds_ 

u08854_l 6 1 2-204 0,udp_glucuronosyltransferase_precursor(ugt2b 1 5)_mma,_complete_cds 
u 1 6954_1 099- 1 579 5 (afl q)_mrna 5 __complete__cds_ 

ul 7327_6523-708 1 s neuronaljtiitric_oxide_synthase_(nos 1 )_mrna,_coniplete_cds 
u35637_8831-9367^ebulin_mnia 5 ^^ 
30 u47926_J 546-1996 > unknownjprotein_b_niJraa 5 _complete_cds 
u90546_1301- 

1344,butyrophilin_(btf4)j^ 
x02 1 5 8mma_949- 1 2 1 9,gene_for_erythropoietin_ 
all_x06562_395 1 -4396,mnia_for _growth_honnone_receptor 
35 xl4474cds 669-710,mma_for_microtubule-associated_taujprotein 
all_x86400_56Q-1155,mma_for^axn^ 
aU_x98176J772-1022 ) mmaJbr_mach-beta-l^ 
z69030cds 838- 1 1 86,mrnajfor gammaisofoirn_oi^6 lkda 
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Metagene 1 12 

j0462 lmma_2879-3347,heparan^^ 
aU_in27749JM5-348 5 iximiunoglobu^ 
5 related_14. 

all_x5 1 730_4462-5003 ? mma_andjromoter_dna_forjprogesterone_receptor_ 

Metagene 89 

10 hg2139-ht2208JLatJhg2139-ht2208^ 

m22403exon#2_1749-2224 3 blood^latelet_m^ 
alpha__(gpib)_gene,_complete__cds,_clon 

u31201__cdsl_at_u31201 ju3 1201, not Jn^bjrecord,lami^ _gene_(lamc2),laminin_ 
gamma2_chain 

15 u73167cds#4_1050-1254:in_reversesequence,_13521- 

13767:not_in^b_record,_h_lucal4.2a_gene_extracted_f 

x58288mrna_4517-4955 5 hr-ptpu^ene_forjroteinjyrosm^ 

allx66276_3221-3734,mraa_for_skeletal_muscle_c-protein 

20 Metagene 78 

af005887_1969- 
2413,atf_familyjmember_atf^^ 
d0086O_J 546-2020,mrna_forjhosphoribosylj^ 
25 dl3370exon#5_193-637 5 apx^ene_encoding_apex_nuclease,_complete_cds_ 
d50550_3217-3475,llgl_mrna,_complete_cds_ 
d8513 1 JL 126-1679 ,mma_forj3iyc-assQciate^^ 

d87989j597- 1 095,mma_forjudp-gdactose_transporter_relatedjsozyme^ 
hg982-hl982_s_atjig982-ht982jpre-t/n^^ 
30 j03263_667-1218,lysosome-associatedjnembrane jglycoprotein_(lamp_a)_jnrna 5 _complete_cds 
104282_1873-2329,caccc_box-bindingjprotein_mrna,_complete_cds 
11 5 189_1 520-208 1 mitochondrial Jhsp75 jnma,_complete_cds. 
I25876_359-785,protein_tyrosinejphosphamse_(cip2)mraa,_complete_cds 

143579JS- 

35 403,(cloneJ 10298)_mma/gb=143579Jntype=ma,(clone_l 10298)_mma/gb=143579_/ntype=rna 
m24766_1513-2055,(cionejphaiv2-12)^ 
m3 1 169cds_2-7 1 } propionyl-coa_carboxylase_beta-subunit_(beta- 
pcc)^ene,jartialjcds_(mutant_delta-atc 

m34423_l 856-23 12 5 beta-galactosidase_(glb l)_mrna,_complete_cds 
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m36429_827-14 1 2 > trrasducin_beta-2_subunit_mrna ? _complete_cds_ 
m60891mrna_>41 1 ? uroporphyrinogen_decarboxylase_(uro- 
d)^ene,jpartial_cds/gb^60891jntype=dnajaiino 
m94250exon#4-5 j43~301 :notJLn_gb 
5 5,_complete_ 

ul0323_963-1467 5 nuclear_factor_nf45_mnia,_complete_cds_ 

u 1 44 1 7J567- 101 7,ral_guanine_nucleo1ide_dissociation_stimulator_mnia, jpartial_cds_ 

u28963__567-l 1 43 ,gps2(gps2)_mrna,_complete__cds_ 

u29 1711 340- 1 742,caseinJkinase_i__delta_mrna,_complete_cds 
10 u35835_2404-2859,dna-pk_mrna,_partial_cds 

u47105_616-l 174,hl05e3_mma,_complete_cds 

u50553_2647-3079 s helicase_likejproteiimuTia s _complete_cds 

u61734cds_461-628:in_reversesequence,_710- 

767,protein_1raffickingjrotein_(s31iiil25)_mraa,_comple^ 
15 u72935mrna#lJ7752- 

7898,_atrx^ene_(putative_dna_^ 

u73477Jl40-885 s acidic_nuclearjhosphopro^^ 

u78722_1523- 1965 ? zinc_finger_protein_l 65_(zpfl 65)_mrna,_complete_cds 

u8 1 802_2557-3043,ptdins_4-kinase_(pi4kb)_nmia 9 _complete_c^ 
20 x54199mmaj2616-3006:injreversesequra^ 

x55448exoi^l3_150-670,_g6pd_gene_(glucose-6- 

phosphate_dehydrogenase)_extracted_fromg6pd_gene_for j*lu 

x55544cds_350-626:in_reversesequence,_984-l 1 10,cdna_for_trebjprotein 

x55885mma_587-1049 ? mraa_for_ajresiimptive_kdeljreceptor_ 
25 x58521cds_1250-1544:in_reversesequence 3 _1701-1785,mma_forjp62_nucleoporin 

x66397cds_6605-6977:in_reversesequence,_7352-7442 9 ^r_mma 

aU_x66503_1125-1690,adenylosuGcinate_synthetase_mrtia 

aU_x78925_1966-2447,hzOjtnmaJfo^^ 

x90872cds_288-600:in_reversesequence,_799 3 mma_for_gp2512_protein_ 
30 z49 1 07cds_6 1 9-947:in_reversesequence,_1046- 1259 ? mrna_for _galectin_ 
z54367cds_13580-14031:in_reveKesequence 5 _14140,gene_forjplectin 
z97054cds#2__428- 

968,dna_sequence_jfcmjpa039al8_on - chromosome_xpl 1 .2contains_kiaa0178_gene,_similar 

35 Metagene 58 

x02544cds_256-544:in_reversesequence s _688-772,inrna_for_alphal- 
acid glycoprotein (orosomucoid) 
all_x78932_421-976,hzf9_:mma_fo^^ 
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CLAIMS 

What is claimed is: 

1 . A classification tree model incorporating Bayesian analysis for the statistical 
5 prediction of binary outcomes. 

2. The tree model of claim 1 , wherein the prediction of a binary outcome is 
dependent on the interaction of data comprising at least two predictor variables. 

3. The tree model of claim 2, wherein the data arises by case control design 
such that the number of 0/1 values in the response data is fixed by design. 

10 4. The tree model of claim 3, such that the case control design assesses 
association between predictors and binary outcome with nodes of a tree. 
5. The tree model of claim 4, such that the Bayesian analysis comprises using 
sequences of Bayes factor based tests of association to rank and select predictors that 
define a node split. 

15 6. The tree model of claim 5, further comprising the forward generation of at 
least one class of trees with high marginal likelihood, wherein the prediction of said 
class of trees is conducted using principles of model averaging. 

7. The tree model of claim 6, wherein the principle of model averaging 
comprises the steps of: 

20 weighted prediction of a tree by determining its implied posterior probability by a 
score; 

evaluation of the score to exclude unlikely trees; 

evaluation of the posterior and predictive distribution at each node and leaf of a tree; 
and 

25 application of said posterior and predictive distribution to the evaluation o of each 
tree and the averaging of predictions across trees for future predictive cases. 

8. The tree model of claim 1 or 2, wherein the binary outcome is a clinical state. 

9. The tree model of claim 1 or 2, wherein the binary outcome is a 
physiological state. 

30 1 0. The tree model of claim 1 or 2, wherein the binary outcome is a physical 
state. 

1 1 . The tree model of claim 1 or 2, wherein the binary outcome is a disease state. 
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12. The tree model of claim 1 or 2, wherein the binary outcome is a risk group. 

13. The tree model of claim 1 or 2, wherein the data is biological data. 

14. The tree model of claim 1 or 2, wherein the data is statistical data. 
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Figure 1 



TreeTB 



Z(0/1}:17M 
B^a 0,170 



F330<=15? 




F305>-0.87 




O.049 
2(0/1 ):17/1 



SUBSTITUTE SHEET (RULE 26) 



WO 2004/038376 



PCT/US2003/033946 



Figure 2 



Z5 
2 



a 15 
s 

CD 



f G5 

as 
1 

CO 



-1.5 
-2 
-25 



20 



52 

27*^5 



21 



36 



23 



18 53 
S4 



50 



16 



' 66 



*5 



12 
3S 



55 



: 35 14 



-0.5 o as 1 
Factor 305 (PCA MS) 



4a 




SUBSTITUTE SHEET (RULE 26) 



WO 2004/038376 



PCT/US2003/033946 



Figure 3 
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Figure 4 
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Figure 7 
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FIGURE 13 
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FIGURE 4(B) 
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FIGURE <(A) 



FIGURE 5(B) 
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